
Non small cell lung cancer vs Control

Adjusted for age, sex, smoke (pack years), blood cell type, PCA

Supplement Figure S1. Epigenome-wide association plot associated with non small cell lung cancer



Non small cell lung cancer vs Control in non-smokers 

Adjusted for age, sex, smoke (pack years), blood cell type, PCA

Supplement Figure S2. Epigenome-wide association plot associated with non small cell lung cancer in group of non-smokers 



Current smokers vs non-smokers in patients with non small cell lung cancer

Adjusted for age, sex, smoke (pack years), blood cell type, PCA

Supplement Figure S3. Epigenome-wide association plot associated with smoking in groups of non small cell lung cancer



Current smokers vs non-smokers in control 

Adjusted for age, sex, smoke (pack years), blood cell type, PCA

Supplement Figure S4. Epigenome-wide association plot associated with smoking in control subjects. 



Supplement Figure S5. Correlation of IMP3 methylation with expression in The Cancer Genome Atlas (TCGA) data. 
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Supplement Figure S6. Correlation of FAM113B methylation with expression in The Cancer Genome Atlas (TCGA) data. 
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