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Figure S1. PANTHER classification of identified proteins in the leiomyoma according to their
biological process.
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Figure S2. PANTHER classification of identified proteins in the leiomyoma according to their
molecular function
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Figure S3. PANTHER classification of identified proteins in the leiomyoma according to their
protein class.
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Figure S4. PANTHER classification of identified proteins in the leiomyoma according to their
cellular component.
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Figure S6. Network build up from one of the most significant bio-functions: 1. Apoptosis, 2. Cell




