	Table S2. STR analysis for the indicated patient-derived primary cell lines and the corresponding tumor tissue of origin

	locus name
	CDS06-cell line
	CDS06-tumor tissue
	CDS11-cell line
	CDS11-tumor tissue
	CDS17-cell line
	T-CDS17-cell line
	CDS17-tumor tissue

	D7S820
	8,10
	8,10
	11,12
	11,12
	9,10
	9,10
	9,10

	CSF1PO
	10,12
	10,12
	11,11
	11,11
	11,11
	11,11
	11,11

	TH01
	9.9,3
	9.9,3
	9.3,9.3
	9.3,9.3
	6,7
	6,7
	6,7

	D13S317
	10,12
	10,12
	11,12
	11,12
	12,12
	12,12
	12,12

	D16S539
	9,12
	9,12
	9,12
	9,12
	11,11
	11,11
	11,11

	VWA
	16,18
	16,18
	15,15
	15,15
	14,16
	14,16
	14,16

	TPOX
	11,12
	11,12
	9,11
	9,11
	9,9
	9,9
	9,9

	AM
	X,X
	X,X
	X,X
	X,X
	X,Y
	X,Y
	X,Y

	DS5818
	9,11
	9,11
	11,12
	11,12
	11,13
	11,13
	13,13

	% identity 
(cell line vs tumor tissue)
	100
	100
	100



