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Figure S1. Mechanism of action of antivitaminic K antagonists. CYP1A1 Cytochrome P450 family 1,
subfamily A, polypeptide 1; CYP1A2 Cytochrome P450 family 1, subfamily A, polypeptide 2; CYP2C18
Cytochrome P450 family 2, subfamily C, polypeptide 18; CYP2C19 Cytochrome P450 family 2,
subfamily C, polypeptide19; CYP3A4 Cytochrome P450 family 3, subfamily A, polypeptide 4; CYP2C9
Cytochrome P450 family 2, subfamily C, polypeptide 9; CYP2C3A5 Cytochrome P450 family 3,
subfamily A, polypeptide 5. Adapated after [19] [20]



Figure S2. Proposed algorithm for managing INR variability after excluding enviromental factors. Adapted

after [71]
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