Supplementary table S2. (1) SNPs related to IBD; (2) SNPs related to UC; (3) SNPs related to CD.

1)

ID SNP Effect_allele Other_allele Se Beta Chr P _val F
ebi-a-GCST004131 rs12136659 C T 0.014 0.087 1 1.02E-09 37.537
ebi-a-GCST004131 rs2488398 C G 0.015 0.099 1 3.63E-11 43.702
ebi-a-GCST004131 rs10746475 A T 0.016 0.131 1 1.58E-15 63.610
ebi-a-GCST004131 rs4654925 C G 0.012  -0.117 1 4.80E-21 89.333
ebi-a-GCST004131 rs112936798 C A 0.033  -0.184 1 2.89E-08 30.849
ebi-a-GCST004131 rs35730213 C G 0.014  -0.135 1 7.50E-22 92.434
ebi-a-GCST004131 rs3024493 A C 0.017 0.191 1 4.04E-31 134.139
ebi-a-GCST004131 rs11209013 G A 0.012 0.077 1 4.46E-10 38.861
ebi-a-GCST004131 rs11581607 A G 0.029  -0.658 1 4.59E-111 500.603
ebi-a-GCST004131 rs1336900 A G 0.013  -0.085 1 2.98E-11 43.891
ebi-a-GCST004131 rs10800309 G A 0.013  -0.123 1 1.94E-20 85.528
ebi-a-GCST004131 rs1268339 C T 0.016 0.091 1 2.75E-08 30.963
ebi-a-GCST004131 rs1317209 A G 0.016 0.116 1 3.79E-13 52.926
ebi-a-GCST004131 rs3820330 A C 0.014  -0.089 1 1.72E-10 40.595
ebi-a-GCST004131 rs4276914 A G 0.013 0.078 1 3.15E-10 39.238
ebi-a-GCST004131 rs7532133 G A 0.013 0.079 1 3.83E-09 34.669
ebi-a-GCST004131 rs11677002 C T 0.013  -0.093 2 1.37E-13 54.596
ebi-a-GCST004131 1s55946629 A C 0.018 0.130 2 5.45E-13 52.000
ebi-a-GCST004131 rs4676408 A G 0.013 0.101 2 7.63E-15 60.481
ebi-a-GCST004131 rs7608697 C A 0.013 0.140 2 1.67E-28 122.577
ebi-a-GCST004131 rs13422838 C T 0.021  -0.114 2 2.56E-08 31.087
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ebi-a-GCST004131 rs113846785 CG C 0.018  -0.132 17 2.47E-13 53.696
ebi-a-GCST004131 rs1319951 G C 0.015  -0.085 18 7.50E-09 33.514
ebi-a-GCST004131 1s80262450 A G 0.019 0.158 18 1.04E-16 69.240
ebi-a-GCST004131 rs4807569 C A 0.015 0.128 19 4.24E-17 71.025
ebi-a-GCST004131 1s7256518 A G 0.028  -0.167 19 1.63E-09 36.392
ebi-a-GCST004131 1s62126610 G A 0.017 0.141 19 2.60E-17 71.841
ebi-a-GCST004131 rs11669299 T C 0.016 -0.111 19 1.84E-12 49.716
ebi-a-GCST004131 rs6062496 A G 0.013 0.137 20 2.83E-26 112.788
ebi-a-GCST004131 rs4256018 G T 0.014 0.079 20 1.23E-08 32.440
ebi-a-GCST004131 rs6017342 C A 0.014 0.116 20 1.07E-17 73.324
ebi-a-GCST004131 rs6063502 G A 0.013  -0.073 20 4.55E-08 30.004
ebi-a-GCST004131 rs154873 A G 0.013  -0.081 20 7.38E-10 37.934
ebi-a-GCST004131 rs1297264 G A 0.013  -0.146 21 3.98E-31 134.634
ebi-a-GCST004131 1s2836881 T G 0.015  -0.164 21 1.96E-29 126.640
ebi-a-GCST004131 rs2838517 C T 0.013  -0.128 21 1.83E-24 104.858
ebi-a-GCST004131 rs2413583 T C 0.017  -0.173 22 4.60E-24 102.590
ebi-a-GCST004131 rs5754100 C T 0.016 0.129 22 7.14E-16 65.307
ebi-a-GCST004131 rs5763793 T G 0.013 0.073 22 1.47E-08 31.879
@)

ID SNP Effect_allele Other_allele Se Beta Chr P _val F
ebi-a-GCST004133 157544646 G C 0.016 -0.117 1  2.53E-13  53.290
ebi-a-GCST004133 1rs3024493 A C 0.021 0.210 1  7.46E-24 100.959
ebi-a-GCST004133 rs3820330 A C 0.018 -0.159 1  391E-19 79.490
ebi-a-GCST004133 rs11209026 A G 0.036 -0.483 1 1.99E-41  182.024
ebi-a-GCST004133 rs6658353 C G 0.016 -0.157 1 1.17E-22  96.163



ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133

1s7554511
157523335
152816954
rs1317209
1s79051659
154654925
157608697
1s55905347
rs62180181
154676408
rs1811711
rs1131095
18755374
1s72704802
rs17715902
16889364
rs17656349
rs67111717
1$9260809
159267798
1s9271176
1s28383224
1s3734851
rs13200059
156933404
rs113986290

HQrPro00HPEPAAHAHOQPEAE>OQ0> > > > >

oO-HQarrQrFrPOOQQO0HOCQOQ>PQQQAHQAO

0.018
0.021
0.023
0.020
0.026
0.016
0.016
0.017
0.017
0.017
0.022
0.017
0.017
0.021
0.017
0.023
0.016
0.017
0.018
0.028
0.017
0.017
0.058
0.044
0.019
0.053

-0.145
-0.139
0.138

0.182
0.161

-0.222
0.160
0.105

0.123

0.143

-0.130
0.159
0.171

-0.122
0.097
0.132
0.090
0.094
-0.110
0.249
-0.350
-0.147
0.503

0.294
0.149
-0.307

A AN AN A NN WD NN e e e e

4.27E-16
3.42E-11
1.80E-09
2.90E-19
1.30E-09
2.61E-44
3.03E-23
2.09E-10
8.08E-13
1.19E-17
6.09E-09
2.18E-21
9.73E-24
2.89E-09
4.62E-09
7.87E-09
1.54E-08
3.27E-08
1.96E-09
6.54E-19
4.20E-91
4.65E-19
6.58E-18
1.48E-11
2.69E-15
7.59E-09

66.175
43.749
36.052
80.204
36.961
194.418
98.392
40.315
51.403
73.631
33.932
89.911
100.468
35.247
34.427
33.417
32.040
30.476
35.870
78.829
408.133
79.156
74.273
45.593
62.477
33.339



ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133
ebi-a-GCST004133

1s798506
154728142
1s989960
rs10272963
rs1887428
rs10817678
1s3812565
rs10761659
rs7911117
rs7911680
152212434
152045241
rs12825700
151359946
rs56062135
rs11645239
157203363
rs16940186
rs113846785
rs12936409
rs11651246
rs10408351
1578064630
156062496
156017342
152836881

a0 rprH0000>0+494>» 0

Q
Q

QP > >0

Qo100 000000 H>1000004

0.018
0.016
0.016
0.016
0.017
0.017
0.016
0.016
0.024
0.016
0.016
0.017
0.016
0.020
0.018
0.020
0.019
0.021
0.023
0.016
0.022
0.020
0.031
0.016
0.017
0.019

-0.121
0.100
-0.121
-0.151
-0.167
0.133
0.134
0.128
-0.134
-0.153
0.125
-0.106
0.189
0.157
0.108
-0.117
0.107
0.136
-0.163
0.137
0.147
0.155
0.176
0.136
0.194
-0.222

O O O 9 3 3

10
10
11
11
12
13
15
16
16
16
17
17
17
19
19
20
20
21

1.47E-11
3.23E-10
3.28E-14
4.11E-21
9.65E-24
4.42E-15
6.50E-17
1.33E-15
1.84E-08
6.71E-22
2.80E-15
2.83E-10
7.33E-32
6.58E-15
4.66E-09
4.14E-09
1.41E-08
2.18E-10
1.15E-12
5.62E-18
2.01E-11
2.92E-14
1.08E-08
8.97E-17
3.95E-30
1.11E-32

45.393
39.658
57.570
89.303
101.208
61.392
69.618
63.601
31.529
91.991
62.003
39.563
137.661
60.485
34.324
34.457
32.111
40.210
50.478
74.636
45.055
57.581
32.616
69.513
130.766
142.071



ebi-a-GCST004133 rs2838517 C T 0.016 -0.118 21 1.78E-13  54.114

ebi-a-GCST004133 rs1736161 A G 0.016 -0.123 21 2.22E-14  58.081

ebi-a-GCST004133 rs9611131 C T 0.023 -0.149 22 S5.11E-11  43.316

ebi-a-GCST004133 154993442 T G 0.018 -0.099 22 3.54E-08  30.465

ebi-a-GCST004133 rs137845 G A 0.016 0.101 22 1.50E-10  40.944
€))

ID SNP Effect_allele Other_allele Se Beta Chr P _val F
ebi-a-GCST004132 rs12131079 T C 0.017 -0.109 1 3.99E-10 39.098
ebi-a-GCST004132 rs35730213 C G 0.018 -0.117 1 1.17E-10 41.499
ebi-a-GCST004132 rs3122605 A G 0.023 -0.175 1 1.24E-14 59.297
ebi-a-GCST004132 rs114802258 T C 0.038 -0.225 1 5.11E-09 34.180
ebi-a-GCST004132 rs4316387 C T 0.019 -0.129 1 7.74E-12 46.731
ebi-a-GCST004132 156679677 A C 0.029 -0.228 1 1.77E-15 63.275
ebi-a-GCST004132 rs6704109 T C 0.018 0.175 1 5.10E-22 93.267
ebi-a-GCST004132 rs7517847 G T 0.017 -0.345 1 5.84E-97 436.430
ebi-a-GCST004132 rs11378157 AG A 0.019 -0.138 2 9.29E-14 55.321
ebi-a-GCST004132 rs11683692 C T 0.038 -0.214 2 1.75E-08 31.833
ebi-a-GCST004132 rs4343432 G A 0.016 0.112 2  3.50E-12 48.054
ebi-a-GCST004132 rs11677002 C T 0.016 -0.112 2  4.57E-12 47.551
ebi-a-GCST004132 rs34004493 G A 0.018 0.126 2  2.00E-12 49.392
ebi-a-GCST004132 rs3816234 A G 0.016 0.270 2 1.51E-62 278.601
ebi-a-GCST004132 1s55946629 A C 0.023 0.176 2 2.85E-14 57.721
ebi-a-GCST004132 rs7608697 C A 0.016 0.123 2 4.03E-14 56.850
ebi-a-GCST004132 rs6740847 G A 0.016 -0.104 2  9.72E-11 41.727
ebi-a-GCST004132 rs1583792 T C 0.016 -0.088 2  3.26E-08 30.388
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