Supplementary Materials

Table S1. List of peaks distinguishing SARS-CoV-2 positive from negative samples after the application of Wilcoxon rank sum test
(p<0.05).

Peaks (m/z) p-value #=*Ratio
2047.9 7.9e-04 311
*2102.4 1.9e-04 414
2166.6 4.5e-02 16.0
22029 1.5e-03 -34.1
*2489.2 2.1e-07 81.3
2520.3 1.8e-02 14.9
2580.6 1.7e-02 14.0
2597 3.9¢-02 -333
2687.7 4.7e-02 -27.9
29385 2.7e-03 527
*2977.2 9.1e-05 539
32035 4.8e-02 321
3220.3 1.0e-02 242
3494 .4 5.6¢-03 17.0
*3522.3 2.5e-05 60.1
3980.6 1.3e-03 356
4033.5 1.2e-03 80.9
4062.2 2.7e-02 50.8
41299 |.4e-02 -35.1
4191 3.2e-02 33.0
4394.1 8.1e-03 30.5
44492 3.5e-03 -45.1
4612.1 1.5e-02 304
4658.9 2.5e-02 169
4964.9 3.1e-02 419
5034.6 3.8e-03 92,7
*5063.3 3.2e-05 409
5099.3 3.7e-02 17.9
51345 2.5e-02 204
5153.9 1.1e-03 222
52339 9.9¢-03 572
5380.4 1.3e-03 -383
*5418.9 1.4e-05 -58.5
*5463.3 3.3e-04 234
5503 4.9e-02 16.1
*#3613.4 8.7e-05 377
5652.5 3.8¢-03 8.8
57344 1.2e-02 223
*5814 3.0e-04 28.0
5867.2 1.3e-03 39.0
63057 I 3c-02 186
7376 1.4e-02 441
7647.3 4.5e-02 -319
7684.5 2.9¢-03 421
7853.8 3.0e-02 28.2
81452 5.9¢-04 28.2
8300.7 1.3e-02 313
8741.5 3.1e-02 -30.1
9059.1 2.7e-02 354
9798.3 8.0e-03 60.3
9959.3 7.7¢-03 309
11004.3 2.7e-02 24.1

*Peaks identified with a two-tailed
Wilcoxon rank sum test (p < 0.05) with

a Benjamini-Hochberg correction (p <
0.1).

##Ratio computed from normalised mean
intensities peaks between Cov- and

Cov+ groups for the DO time point.
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Figure S1. Reduction of dimension analysis performed from several sets of peaks for SARS-CoV-2(+) (n=105) and control (n=51). PCA
(A) and UMAP (B) performed on all detected peaks. Ellipses define the boundary areas for the categorical variables projections PCA
(C) and UMAP (D) performed on the 52 peaks selected with two-tailed Wilcoxon rank sum test (p < 0.05). PCA: Principal Component

Analysis; UMAP: Uniform Manifold Approximation and Projection.



