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Figure S1. Network analysis of protein-protein interactions among AIV
upregulated. (a), AIV down-regulated (b), LPS up-regulated (c), LPS down-
regulated (d), polyl:Cup-regulated (e), and polyl:C down-regulated (f) groups
of EVs from TOCs, obtained from STRING database, where blue edges
represent known interactions from curated databases, purple edges represent
experimentally determined known interactions, yellow edges represent
interactions from textmining, and black edges represent interactions from co-
expression.



