
                                                            sp|O60563|CCNT1_HUMAN
    1            10        20        30        40        50 

sp|O60563|CCNT1_HUMAN               K     W        N       V  D E  Y    A      G      ME                   E                 L    Q           ....  .....GER NNNKR YFTR QLE SPSRRFG DP K  S RQ A NLLQDM QR

sp|Q9Y5B9|SP16H_HUMAN               K     W        N       V  D E  Y    A      G      LD                   D                 I    S           MAVT  KDAYYRRV RLYSN RKGE EYA VDAIVVS GV E  V AK T LQTWLF YE

      .                    TTT      ...    .                sp|O60563|CCNT1_HUMAN
        60        70           80            90       100   

sp|O60563|CCNT1_HUMAN L           I  M                GN     APA  L    K E         N S L       VY         I S  Q            A   L      Q    EH  V Q .TINTA    HRFYM... Q FT FP  SV...    . F AA V E PKKL  

sp|Q9Y5B9|SP16H_HUMAN L           I  M                GN     APA  L    K E         T T M       IF         L Q  N            I   I      N    DK  D I VFCDDK    ASKKKVEF K IA TK  ENANG    T L RE N S KSSF  

 .........................                             ...  sp|O60563|CCNT1_HUMAN
                             110         120       130      

sp|O60563|CCNT1_HUMAN                            K    CL              AY   V     LV                         I                 T             D  .........................  VAHT  HPQESLP..D RSE  LQQ Q...  

sp|Q9Y5B9|SP16H_HUMAN                            K    CL              AY   V     LM                         M                 S             E  IEAIKESKNGKKIGVFSKDKFPGEF  SWND  NKEGFDKIDI AVV  TIA KEDG  

     .                                                      sp|O60563|CCNT1_HUMAN
     140       150       160              170       180     

sp|O60563|CCNT1_HUMAN              F           V     VR         K      Y           IL   I LQT             V                   L      M       TV  ES. I   LG ELTIDHPHTH  KCTQL  A.......S D AQTS F ATNSLHL 

sp|Q9Y5B9|SP16H_HUMAN              F           V     VR         K      Y           LM   A ITS             I                   I      A       SN  KKA S   EV NKFFKERVME  DADEK  HSKLAESVE A EEKK L GADP... 

                    ......          TT                      sp|O60563|CCNT1_HUMAN
  190       200             210       220       230         

sp|O60563|CCNT1_HUMAN T    Y P         L                    G     Y    V         E   L     V                    W I       HW            LE     FS Q T P VACVCIH AC......KWSN E PVSTD K  WE VDAT T...  LLD 

sp|Q9Y5B9|SP16H_HUMAN T    Y P         L                    G     Y    V         E   M     I                    F A       RF            VD     VE C P I QSGGNYN KFSVVSDKNHMH G ITCAM I  KS CSNL RTLM  PSQ 

                                                            sp|O60563|CCNT1_HUMAN
 240       250        260                                   

sp|O60563|CCNT1_HUMAN         L      LK        C                                  LT  F  I   T      I    RA EA                                  HE LQ  EK PNR  R .WNW     AKKT............................

sp|Q9Y5B9|SP16H_HUMAN         L      LK        C                                  VQ  Y  L   Q      L    KI DV                                  EN NF  QL EEL  E RHGV     YNAVMDVVKKQKPELLNKITKNLGFGMGIEFR

                                                            sp|O60563|CCNT1_HUMAN
                                                            

sp|O60563|CCNT1_HUMAN ............................................................

sp|Q9Y5B9|SP16H_HUMAN EGSLVINSKNQYKLKKGMVFSINLGFSDLTNKEGKKPEEKTYALFIGDTVLVDEDGPATV

                                                            sp|O60563|CCNT1_HUMAN
                                                            

sp|O60563|CCNT1_HUMAN ....................                                        

sp|Q9Y5B9|SP16H_HUMAN LTSVKKKVKNVGIFLKNEDE                                        
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                                                            sp|O60563|CCNT1_HUMAN
1       10        20        30        40        50        60

sp|O60563|CCNT1_HUMAN                                   L          Q      N   L                                       Y      L  DM   L      INMEGERKNNNKRWYFTREQLENSPSRRFGVDPDKE S RQQAAN L   GQR  VSQ T  

sp|Q08945|SSRP1_HUMAN                                   L          Q      N   L                                       F      V  EV   M      LS..............MA................ET E N....D Y   KGS  DGR R  

              TTT                                           sp|O60563|CCNT1_HUMAN
        70        80        90       100       110       120

sp|O60563|CCNT1_HUMAN                             F   K                                                     AL                                TAIVYMHRFYMIQSFTQFPGNSVAPA   LAA VEEQPKKLEHVIKVAHTCLHPQESLPD

sp|Q08945|SSRP1_HUMAN                             F   K                                                     II                                RQ.......................G   KNS ...........................

                    .                                       sp|O60563|CCNT1_HUMAN
       130       140        150       160       170         

sp|O60563|CCNT1_HUMAN           Q     E I     LG  L       HV K                          L QV    I               I                             TRSEAY Q   DLV L S I.LQT  FE T DHPHT  V CTQLVRASKDLAQTSYFMAT

sp|Q08945|SSRP1_HUMAN           Q     E I     LG  L       HV K                          V NI    L               L                             ...TGK D   AGE T G WRRVA  HG K LTKNG  Y YDGFRES.............

                                    TT                      sp|O60563|CCNT1_HUMAN
180       190       200       210       220       230         

sp|O60563|CCNT1_HUMAN                                                     E L                                                             E  HNSLHLTTFSLQYTPPVVACVCIHLACKWSNWEIPVSTDGKHWWEYVDATVTL L D LT 

sp|Q08945|SSRP1_HUMAN                                                     E L                                                             D  K..................................................EF K S FF 

                                                            sp|O60563|CCNT1_HUMAN
240       250       260                                       

sp|O60563|CCNT1_HUMAN                 WNW                                             I         R                                             EFLQ LEKTPNRLK I   RACEAAKKT................................

sp|Q08945|SSRP1_HUMAN                 WNW                                             L         K                                             THYR ELMEKDLCV G   GTVKFGGQLLSFDIGDQPVFEIPLSNVSQCTTGKNEVTLEF

                                                            sp|O60563|CCNT1_HUMAN
                                                            

sp|O60563|CCNT1_HUMAN .....................                                       

sp|Q08945|SSRP1_HUMAN HQNDDAEVSLMEVRFYVPPTQ                                       
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Sequence alignment of Cyclin T1 residues 1-266 (Uniprot ID O60563) and N-terminal region

of (A) SPT16 (Uniprot ID Q9Y5B9) or (B) SSRP1 (Uniprot ID Q08945) showing minimal

sequence similarity between the two known ICP22-binding complexes.

Supplementary Figure S4
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