Supplementary Figures

Supplementary Figure S1: Graphic representation of physical locations of the
common SNPs for BPH resistance identified using single and multi locus
models on all chromosomes
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Supplementary Figure S2: Manhattan plots and Quantile-quantile (QQ) plots
of different models for the two test years and across years

A GLM 2016
w o o
2 7
3 T el
x E 7
+ g _
° X 2 M a
'12 2017 Expected —logio(p)
©
oo b 4
— w - K
2 L
5 &
3 “
g .
7y Z
R
o ; > 3 a
12 Pooled Expected —logio(p)
“ °o o
:3: w
_ S <
3 F o
g E oo
1
8 -4
= T T T T T
o 1 2 3 4

Expected —logo(p)

=
[
8
1
o 1 2 3 a
2017 Expected —logo(p)
@l
g =
_ S
s i |
=]
> = | fs
_<I> 2
8 e
=y
L[ T T T T
o 1 2 3 a
Pooled Expected —logo(p)
— - -
=
—_— =2
3 £
£ 1
1 g _
o=
T T T T T
o 1 2 3 4

Expected —logqo(p)



~logio(p)

~logio(p)

~logio(p)

~logio(p)

~logso(p)
3

~logso(p)
3

o 1 2 3 a
2017 Expected —logio(p)
2 -
£ o
8 posrg
o 1 2 a a
Pooled Expected —logio(p)
2 7
g =4
3
° ; 2 3 a4
Expected —logio(p)
2016
2
€ o
5
E 7
s -
o 1 2 3 4
2017 Expected —logio(p)
5 -
2
8 - -
&=
o 1 2 3 4
Pooled Expected —logqo(p)
— ~
3
2
g
g
ra
T T T T T
o 1 2 3 4

Expected —logo(p)




o — o o
& ﬂ
— e e
2 &
’Q\. -« _g'», - -
=3 [ ]
o 7 §
8 -
b 2
- O - 7
il
T T T T T
o 1 2 3 4
2017 Expected —logo(p)
o
o w AWOOO
P ome
- % -
3 &= = |
-]
g o~ § o~
' 2
8 =
& el
T T T T
o 1 2 3 4
1 2 3 4 5 6 7 8 9 10 1" 12 Pooled Expected —logio(p)
©o
°
-4 “w © o
o OO
SRR Y
.| o g 7]
= | . . g
§ © = B ] ]
° o,
> B
1o~ H %o 2 ° i g > o H § o~
o N 3 =1
= o -~
ol
T T T T T
1 2 3 4 5 6 7 8 9 10 1 12 o 1 2 3 4

Expected —logio(p)

Figure S2 A) GLM
Figure S2 B) MLM
Figure S2 C) MLMM
Figure S2 D) CMLM
Figure S2 E) SUPER
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Figure S2 A) GLM



Figure S2 B) MLM



Figure S2 C) MLMM



Figure S2 D) CMLM



Figure S2 E) SUPER




