
 

Figure S1. MVA ST-immunization and monitoring for side effects in aged hamsters. Groups of ham-

sters were vaccinated twice, via the intramuscular route, in a 21-day interval with 108 PFU of either 

non-recombinant MVA or MVA expressing the stabilized version of the SARS-CoV-2 S protein 

(MVA-ST). All Hamsters were monitored daily for body weight changes (A) and clinical symptoms 

(B) after each vaccination. 
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Figure S2. Protein sequence of SARS-CoV-2 nucleoprotein (N) and SARS-CoV-2 spike protein (S) 

used for splenocyte stimulation. The SARS-CoV-2 nucleoprotein comprises of 419 amino acids (aa). 

For hamster splenocyte stimulation, one peptide pool, consisting of 59 overlapping peptides, were 

derived from the SARS-CoV-2 N protein sequence. Each single peptide consists of 17 or 13 amino 

acids (17- or 13-mers) overlapping in 10 amino acids with the following peptide. The SARS-CoV-2 

spike glycoprotein comprises 1273 aa. For hamster splenocyte stimulation, two peptide pools (S1, 

underlined in yellow, and S2, underlined in blue, amino acids underlined in green present in both 

pools), consisting of 91 and 90 overlapping peptides, were derived from the SARS-CoV-2 S protein 

sequence. Each single peptide consists of 17 or 13 amino acids (17- or 13-mers) overlapping in 10 

amino acids with the following peptide. 


