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Figure S1. MVA ST-immunization and monitoring for side effects in aged hamsters. Groups of ham-
sters were vaccinated twice, via the intramuscular route, in a 21-day interval with 108 PFU of either
non-recombinant MVA or MVA expressing the stabilized version of the SARS-CoV-2 S protein
(MVA-ST). All Hamsters were monitored daily for body weight changes (A) and clinical symptoms
(B) after each vaccination.



SARS5-CoV-2 N protein of USA-WAL2020

Peptides 17- to 13-mer, with 10 peptides overlap

MSDNGPQNQR MNAPRITFGGP SDSTGSNOQNG ERSGARSKQR FPQGLPNNTA SWFTALTQHG EEDLEFPRGO
GVPINTNSSP DDQIGYYRRA TRRIRGGDGE MEDLSPEWYF YYLGTGPEAG LPYGANEDGI IWVATEGALN
TPEDHIGTRN PANMNAAIVLGQ LPQGTTLPEG FYAEGSRGGS QASSESSSRS ENSSENSTPG SSRGTSPARM
ACGNGGDAALA LLLLDFLNQL ESEMSGEGOQ QQGOTVIEES AAFASKEKPRQ KRETATEAYNV TQAFGRRGPE
QTQGNFGDOQE LIFQGTDYKH WPQIAQFAPS ASAFFGMSRI GMEVIFSGTW LTYTGAIKLD DEDPNFEDQV
ILLNEHIDAY KTFFPTEFEE DEKEKADETQ ALPQRQEKQQ TVILLPAADL DDFSKQLOQS MSSADSTQA

SARS5-CoV-2 5 protein of USA-WAL2020

Peptides 17- to 13-mer, with 10 peptides overlap

MFVFLVLLFL VSSQCVNLIT ETOLFPAYTN SFIRGVYYPD KWVFESSVLHS TODLFLFFFS NVIWFHAIHV
SGTMGTEFFD NPVLFFWNDGYV YFASTEKSNI IEGWIFGTIL DSKTOQSLLIV NNATNVVIEY CEFQFCMNDEF
LGVYYHENNE SWMESEFEVY SSANMNCTIFEY WVSQFFLMDLE GROGNFENLE EFVFENIDGY FETYSKHIFI
NLVEDLPOGE SALEPLVDLFP IGINITEFOT LLALHESYLT PGDSSSGWTA GAAAYYVEYL OFRTFLLEYN ENG-
TITDAVD CALDPLSETE CTLESFTVERK GIYQTSNFEY QPTESIVEFFP NITNLCPFGE VFINATEFASV YAWNEERRISN
CVADYSVLYN SASFSTFRCY GVSPTKLNDL CFTNVYADSF VIRGDEVEQI APGOTGEIAD YNYKLPDDET
GCVIAWNSNN LDSEVGGINYN YLYELFEKSN LEFFERDIST EIVQAGSTPC NGVEGFMNCYF PLOSYGFOPT

NGVGYQPYEV VVLSFELLHA PATVCGPERS TNLVEMNECVIN FNFNGLTGTG VLTESNEEFL PFOOFGEDLA DTT-

DAVEDPO TLEILDITPC SEGGVSVITF GTINTSNOVAV LYODVNCTEV PVAIHADOLT PTWEVYSIGS NVEOTRA

Figure S2. Protein sequence of SARS-CoV-2 nucleoprotein (N) and SARS-CoV-2 spike protein (S)
used for splenocyte stimulation. The SARS-CoV-2 nucleoprotein comprises of 419 amino acids (aa).
For hamster splenocyte stimulation, one peptide pool, consisting of 59 overlapping peptides, were
derived from the SARS-CoV-2 N protein sequence. Each single peptide consists of 17 or 13 amino
acids (17- or 13-mers) overlapping in 10 amino acids with the following peptide. The SARS-CoV-2
spike glycoprotein comprises 1273 aa. For hamster splenocyte stimulation, two peptide pools (51,
underlined in yellow, and S2, underlined in blue, amino acids underlined in green present in both
pools), consisting of 91 and 90 overlapping peptides, were derived from the SARS-CoV-2 S protein
sequence. Each single peptide consists of 17 or 13 amino acids (17- or 13-mers) overlapping in 10
amino acids with the following peptide.



