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Figure S1. Comparative alignment of the primary structure of the LiUBC1 protein. The degree of conservation is repre-
sented in gray scale both in species of the trypanosomatid family and in different eukaryotes.
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Figure S2. Raw Western Blot Images. Densitometry readings are in supplementary materials. (a) LiUBC1 expression pat-
tern corresponding Figure 4(b) (b) LiUBC1 expression pattern antigGAPDH corresponding Figure 4(b) (c) Western blot
pattern of the LiUBC1 protein throughout growth of pIRmcs3 control transfectants corresponding to Figure 7(b) (d) West-
ern blot pattern of the LiUBC1 protein throughout growth of pIRmcs3 control transfectants antigGAPDH corresponding
to Figure 7(b) (e) pIRmcs3-LiUBC1 knock-in promastigotes corresponding to Figure 7(c) (f) pIRmcs3-LiUBC1 knock-in
promastigotes antigGAPDH corresponding to Figure 7(c).



