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Figure S1. Linkage desequilibrium and association plot of GPX3, GPX4, GPX5,GPX6,
GPX7, PON1, PON2, and PON3 in Mexican children. A) Block 1 in GPX4, Block 2 in GPX5
and GPX6, and Block 3 in GPX7. B) Blocks 4 to7 in PON1, Block 8 inPON3, and Blocks 9
and 10 in PON2. C) Blocks 11 to 13 in GPX3.



Table S1. Selected SNPs in GPX and PON genes. Chromosome (Chr), minor allele (Allele),
minor allele frequency (MAF), linkage disequilibrium blocks (LD Blocks), and multiallelic

D prime (D).
Gene Chr SNP Allele MAF LD Blocks D’
5
5 0.91
5 rs3763015 C 0.2382
5
5
5 0.2
5
5 1573796494 T 0.4203
GPX3 5 rs707149 G 0.3185
5 rs1351131 G 0.2732
5 1s922429 T 0.315
5 8747 A 0082 Blockld
5 w7775 T 03%1  Block13
5 rslls8 T 0258  Block13
5 | 8177431 G 04005 Blockl3  Reference
5 rs8177435 G 0412 Block13
5 rs388599 A 0352 Blockl3s
i
19
19 rs406970 A 04451  Blockl
19 w7728 A 03631 Blockl
19 2074451 T 0336 Blockl
W wmon T 0w weda
6 rs2064424 G 0.2978
6 45174 G 04309  Block2
opxs 6 t206424 G 033 Block2
6 Mgl C 0328 Block2
6 o435 T 03182 Block2 011
6
6
6
GPX6 6 rs13215804 G 0.2131
6 rs62402376 C 0.3586
6 rs4711174 A 0.269




GPX7

—_

PON1

0.09
152299257 A 0.385 Block 5
0.44
0.84
0.49
rs43058 C 0.1698
rs2049649 A 0.3274
rs854568 G 0.3425
rs2074351 A 0.3446
rs854569 T 0.4173
rs854548 A 0.3613
157778623 G 0.4015

0.74

PON2

0.06

0.23

PON3
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