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Abstract

:

Glycative stress influences tumor progression. The aim of the present study was to evaluate the advanced glycation end products/soluble receptor of advanced glycation end products (AGE/sRAGE) axis in patients with multiple myeloma (MM). Blood samples were taken from 19 patients affected by MM and from 16 sex-matched and age-matched healthy subjects. AGE and sRAGE axis were dosed in patients with MM and matched with controls. AGEs were measured by spectrofluorimetric methods. Blood samples for the determination of sRAGE were analyzed by ELISA. AGE levels were significantly reduced in patients with respect to controls. Instead, sRAGE was significantly elevated in patients affected by MM compared to healthy subjects. Moreover, we showed that there was a statistically significant difference in sRAGE according to the heavy and light chain. IgA lambda had significantly higher sRAGE values than IgA kappa, IgG kappa, and IgG Lambda MM patients. From our data emerges the role of the sRAGE/AGE axis in MM. Since AGE is a positive regulator of the activity of RAGE, circulating sRAGE concentrations may reflect RAGE expression and may be raised in parallel with serum AGE concentrations as a counter-system against AGE-caused tissue damage. Serum concentrations of AGE and sRAGE could therefore become potential therapeutic targets.
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1. Introduction


Glycation is a common reaction that happens in most cells between a carbonyl group (–C=O) of the reducing sugars and the amino group (–NH2) of proteins, initially leading to the creation of an unstable substance known as Schiff’s base. Schiff’s bases are short-lived and susceptible to a reverse reaction that causes the reconstruction of original reactants. They have a predisposition to undertake re-arrangement of atoms causing the development of Amadori products [1,2]. These are more durable than Schiff’s base and more prone toward the forward reaction. Furthermore, they undergo cyclization and dehydration to produce advanced glycation end products (AGEs), although AGEs can also be produced during the oxidation of lipids or nucleotides. AGEs are responsible for the onset and the evolution of several diseases, including obesity, nephropathy, diabetes, retinopathy, neuropathy, aging, and cardiovascular diseases [3].



Moreover, glycative stress caused by AGEs can considerably influence tumor progression. In fact, oxidative stress can stimulate several transcription factors, such as protein-53, activating protein-1, nuclear factor erythroid-2-related factor, hypoxia-inducible factor-1α, β-catenin/Wnt, and peroxisome proliferator-activated receptor-γ (PPAR-γ). Triggered transcription factors can conduct to about 500 diverse modifications in gene expression and can modify expression patterns of growth factors, regulatory cell cycle substances, and inflammatory and anti-inflammatory molecules. These changes of gene expression can stimulate a normal cell to become cancerous [4]. For instance, plasma concentrations of AGEs were augmented in subjects with breast cancer with respect to healthy subjects [5].



The most investigated AGE receptor is the multiligand receptor of the immunoglobulin super-family, coded in the Class III region of the major histocompatibility complex, known as the receptor of AGE (RAGE). Several in-vivo and in-vitro investigations have been centered on the cancer-promoting actions of the AGE–RAGE relationship, believed to be a decisive link between tumors and chronic inflammation. Several studies have evaluated the specific action of RAGE in controlling pro-tumorigenic pathways in immune and cancer cells, and in the microenvironment of a tumor [6,7,8], and stimulation of RAGE by AGEs was shown to increase growth or migration of melanoma and pancreatic cancer cells [9]. RAGE was upregulated in colorectal, esophageal, and oral squamous cell carcinoma. In these conditions, it acted as an oncoprotein [10].



RAGE is present at low concentrations in a broad range of adult cells, while it is extremely expressed in embryonic cells [11]. RAGE is produced as both full-length, membrane-bound forms (fl-RAGE or mRAGE) and as several soluble products missing the transmembrane domain. Soluble RAGE (sRAGE) is generated by both proteolytic cleavage of fl-RAGE and alternative mRNA splicing [12,13,14]. In recent years, RAGE control has been evaluated in several human carcinomas. In breast cancer, it was recognized that subjects with better outcomes had higher sRAGE concentrations [15]. Finally, several studies have evaluated the action of glycative stress on the onset of various onco-hematologic diseases [16,17].



Multiple myeloma (MM) is an incurable disease provoked by the malignant growth of bone marrow plasma cells, whose pathogenesis is fundamentally unknown. However, it is a hematological tumor with underlying causes connected to augmented oxidative stress. In a previous study, we evaluated the plasma concentrations of advanced oxidation protein products (AOPPs) and protein nitrosylation in order to measure the oxidative stress in untreated MM subjects and in subjects affected by monoclonal gammopathy of uncertain significance (MGUS) [18]. We demonstrated that plasma levels of AOPPs and S-nitrosylated proteins were considerably augmented in MM subject with respect to controls and to MGUS subjects. Moreover, we also studied serum concentrations of carbonyl groups, and these were notably higher in MM subjects as compared with healthy subjects, in particular in the more advanced stages of MM [19]. A recent study has shown that the concentrations of AGEs and RAGE are augmented in the saliva of MM subjects with bone lesions [20]. To the best of our knowledge, there are no works that have explored the soluble concentrations of RAGE in patients with MM. The aim of the present study was to evaluate the AGE/sRAGE axis in patients with MM compared to a healthy control group. We have also tried to detect the existence of correlations between this axis and the variables commonly used to evaluate MM.




2. Materials and Methods


2.1. Patients and Control Subjects


The study was conducted at the Division of Hematology of the University Hospital of Messina “Policlinico G. Martino”, Italy.



The study was conducted according to good clinical and laboratory practice rules and according to the principles of the Declaration of Helsinki. Informed written consent was obtained after potential risks were explained to the subjects. The study was approved by the local ethics committee (Protocol No. 36/18 of 07/05/2018-resolution No. 887).



Blood samples were taken from 19 patients affected by MM (7 males and 12 females; mean age 71.63 ± 9.96) and from 16 sex-matched and age-matched healthy subjects (Table S1). The paraprotein class was immunoglobulin G (IgG) in 14 patients and A (IgA) in 5 patients (light chain k in 12 patients, lambda in 7 patients).



None of the patients were receiving chemotherapy or anti-inflammatory drugs. None of the patients or controls had symptoms of active infections, inflammatory diseases, diabetes, obesity, or hypertension. Multiple myeloma patients were characterized using the Durie Salmon system (3 patients were in stage I, 7 stage II, and 9 stage III), and the International Staging System (ISS) (7 patients were in stage I, 7 stage II, 5 stage III). All but one patient had lytic lesions.



Routine laboratory studies consisted of complete blood count with differential, platelet count, and blood chemistry including beta-2 microglobulin, renal and liver function tests, calcemia, serum albumin, and lactate dehydrogenase (LDH), as well as immunoglobulin, erythrocyte sedimentation rate (ESR), and bone marrow aspiration. Physical examinations and skeletal X-rays were performed at all times. Blood samples were immediately centrifuged at 14,000× g rpm for twenty minutes and aliquoted into 1.5 mL centrifugation tubes. Samples were stored at −20 °C until tested.




2.2. AGEs Analysis


We decided to assess the fluorescent AGE by the spectofluorimetric method because fluorescent AGEs (fAGEs) are considered a subset remarkably representative of the entire AGE family and fAGEs can be easily assessed in sera [21,22]. Serum was diluted 1:5 with phosphate-buffered saline (PBS: pH 7.4), and fluorescence intensity was recorded at maximum emission (440 nm) upon excitation at 350 nm and expressed in arbitrary units (AU). The serum concentration of AGEs was normalized to the total protein amount determined by the Bradford assay and expressed in AU for protein gram. Each sample was analyzed in duplicate for determination (Tables S2 and S3).




2.3. sRAGE Analysis


After collection of blood samples, we separated the serum and assessed sRAGE in serum by ELISA (enzyme-linked immunosorbent assay) sRAGE (R&D System human RAGE Quantikine ELISA Kit DRG00, Minneapolis, MN, USA) according to the manufacturer’s instruction. ELISA assay was run in duplicate.




2.4. Statistical Analysis


Data were analyzed using SPSS (version 20.0, IBM corp., New York, NY, U.S.A.) and stated as mean ± standard deviation or as median and interquartile range [IQR 0.75–0.25] when the variables were not-normally distributed. A p value of less than 0.05 was considered statistically significant. The difference between experimental conditions was evaluated by the Wilcoxon non-parametric test. The comparison of different types of heavy and light chain with sRAGE was performed using the non-parametric Kruskal Wallis test. When the results of the Kruskal-Wallis test were statistically significant, a comparison of groups was achieved using the non-parametric Wilcoxon rank-sum test.



Multiple linear regression analysis was used to develop a model for predicting sRAGE and AGE values from MM parameters with the highest correlation.





3. Results


AGE levels were significantly reduced in patients with respect to controls (1.40 ± 0.2 vs 1.52 ± 0.15; p < 0.01) (Figure 1). Instead, sRAGE was significantly elevated in patients affected by MM compared to healthy subjects (1686.3 pg/mL ± 1107 vs 940.67 pg/mL ± 218; p < 0.01) (Figure 2). For both variables, there was no correlation with age (Table 1), and no statistical differences were evidenced for sex (p > 0.05).



The Kruskal-Wallis H test showed that there was a statistically significant difference in sRAGE according to the heavy and light chain (Figure 3): X2(3) = 11.434, p = 0.0096. IgA lambda had significantly higher sRAGE values than IgA kappa, IgG kappa, and IgG Lambda (Wilcoxon rank-sum analysis: p = 0.081, p = 0.0043, p = 0.012, respectively).



The parameters with significant correlations with sRAGE were bone marrow plasma cells (r = 0.50 p < 0.05) and calcemia (r = 0.61 p < 0.001). We also combined other parameters such as Beta2 Microglobulin. Finally, the variables Beta 2 Microglobulin, bone marrow plasma cells, and the interaction between calcemia and bone marrow plasma cells were the best combination of model variables which significantly predicted sRAGE, F(4,15) = 14.96, p < 0.0005, R2 = 0.746 (Table 2).



We also tried to build another multiple linear regression model for AGE values prediction from MM parameters, but the best combination of model variables which significantly predicted AGE was F(2,17) = 8,52, p < 0.005, with R2 = 0.442.




4. Discussion


The action of the RAGE ligand(s)/RAGE system seems to be implicated in several tumors promoting the growth of tumor cells, metastasis, and resistance to therapy.



sRAGE was shown to reduce motility and pro-metastatic stimulation of A-375 melanoma cells by stopping S100A4-RAGE signaling axis [23]. Moreover, in a study of Finnish male smokers, serum concentrations of sRAGE were found inversely correlated with pancreatic cancer risk [24].



Khorramdelazad et al. demonstrated that mRNA expression of RAGE was significantly increased in bladder cancer tissue, and mRNA expression of RAGE and its receptors might also be a helpful marker for transitional cell carcinoma (TCC) [25].



Concerning AGEs and carcinogenesis, variations between intra and extracellular AGEs concentrations could, by a protein crosslink, modify cell structure and function and also augment the levels of oxidative stress through ROS (Reactive oxygen species) generation [26]. A changed mitochondrial protein function, via the blocking of the electron transport chain, increases inflammatory protein expression through mitochondrial pathway initiated apoptosis or cancer [27]. The ROS produced as result of the Maillard reaction may also provoke damage to the DNA. It is the amount of the ROS produced matters the most, as the same ROS may provoke apoptosis and may be a reason for the cancer.



Moreover, the induced cytokine production (IL-1, TNF) increases the generation of cell adhesion molecules (endothelin-1, VCAM-1, ICAM-1), vascular endothelial growth factor, and decreases the production of endothelial nitric oxide synthase [28]. Dicarbonyls/AGEs further augment inflammation, causing an inflammatory condition that stimulates genetic instability, cell proliferation, and metastatic capability participating to cancer progression [29].



As far as MM is concerned, the role played in this pathology by the NF-kb pathway is well known [30].



In fact, the activity of AGE/RAGE ligand in the mitogen-activated protein kinase (MAPK)/NF-κB cascade signaling pathway is of particular interest [31]. The activation of a signal transducer and activator of transcription factor 3 (STAT3), stimulated by several mechanisms comprising RAGE-dependent pathways, triggers extended initiation of NF-kB [32]. NF-kB and STAT3 signaling pathways provoke tumor-stimulating reactions by the production of interleukin-6 (a well-known growth factor for myelomatous plasma cells), prostaglandin E2, matrix metalloproteinases, and RAGE stimulation in the microenvironment of a tumor [33,34,35].



In our study, AGE levels were significantly reduced in patients with respect to controls, while sRAGE concentrations were significantly elevated in patients affected by MM compared to healthy subjects. Moreover, we found a correlation between the levels of AGE and two of the parameters used to evaluate organ damage, such as creatinine and calcium, and a correlation between sRAGE and calcium (Figure 4).



Although AGEs and AOPPs are usually markers of a pro-inflammatory or of an oxidative and pathological status, the data obtained seem to controvert the literature. However, this is not the first time that similar data were described, although in other diseases [36]. Some researchers speculated that AGE-modification renders macromolecules susceptible for elimination via the scavenger receptor of endothelial and Kupffer cells [37].



It is well known that AGEs are implicated in the pathogenesis of bone-destructive disorders. AGEs stored in the bone matrix have the ability to reduce osteogenic and increase osteoclastogenic properties of osteoblasts in vivo, leading to structural damage of bone [38,39].



RAGE is also involved in bone remodeling [40], and the cross-linking in the bone matrix by AGEs can influence the fracture resistance of bone [41].



Engblom et al. showed that sRAGE was increased in the serum of lung tumor-bearing mice and that sRAGE accounts for the osteoblast activation [42]. During the last decade, it was reported that AGE is not the only ligand of soluble RAGE; also, AOPP and other pro-inflammatory mediators could bind to the soluble receptor. Therefore, its higher levels in MM patients could confirm the pathological status [43,44]. The highest rates of sRAGE were observed in IgA lambda MM patients compared to IgA kappa, IgG kappa, and IgG Lambda groups. In this regard, numerous studies have highlighted the possible prognostic significance of the type of light and heavy chains in MM patients. In an older study, it was found that the median survival of patients with IgA/lambda paraproteinemia was apparently shorter than that of other subgroups [45], while in a different stuy it was demonstrated that patients who had two different lambda light chain have a poor prognosis [46]. Other authors described the possibility of administering sRAGE in order to counteract the detrimental effects of AGEs exposition in an anti-oncogenic sense [47]. In accordance with this speculation, Galliera et al. conducted a study in patients affected by metastatic cancers, concluding that sRAGE could play a protective role in bone metastasis progression, justifying a reactive augmentation in MM subjects [48].



In our MM patients, we also found an increase in sRAGE levels correlating with the number of bone marrow plasma cells. Furthermore, in multivariate analysis, the calcemia and beta2 microglobulin values and the number of bone marrow plasma cells were predictive of sRAGE concentration.



Our study demonstrated that the role of the sRAGE/AGE axis in patients with MM, although of promising importance, has still to be better clarified. It is clear, however, that sRAGE is the prevailing form of the receptor counteracting RAGE-mediated pathogenesis by operating as a snare receptor [49,50]. Therefore, it has been proposed as an endogenous factor against pathogenesis eased by ligands-RAGE axis, including tumor development [51]. The sRAGE pool is not able to entirely exclude the circulating AGE in vivo. Since AGE is a positive regulator of the activity of RAGE, circulating sRAGE concentrations may reflect RAGE expression and may be increased in parallel with serum AGE concentrations as a counter-system against AGE-caused tissue damage [52,53].



From this point of view, serum concentrations of AGE and sRAGE could therefore not only be useful markers in MM patients, but they could also become potential therapeutic targets.



The action of RAGE and its ligands may be reduced in several possible ways using both siRNAs, monoclonal antibodies, or small molecules [54].



In conclusion, data obtained by in vitro and in vivo reports proved how RAGE inhibition could be a useful way for the management of numerous diseases. Independent of the model employed, the reduction of RAGE provoked a normalized inflammatory response as demonstrated by the decrease in NF-κB activity, cytokine generation, and RAGE expression [55].



The changeable nature of AGEs and sRAGE theoretically will offer a chance for MM treatment if their actions in its development are clarified.



Though our study had a small number of participants, there appeared to be relevant modifications in the sRAGE/AGE axis of MM patients and controls, indicative of a promising role in MM pathogenesis. Further studies should better assess this role by evaluating more inflammatory markers and pro- and anti-tumorigenic mediators.








Supplementary Materials


The following are available online at https://www.mdpi.com/2076-3921/8/3/55/s1, Table S1: Table describing patients age and sex (7 M–12 F; mean age 71.63+/−9.96), Table S2: Table reporting AGE fluorescence values (patients average: 1362 pg/ml +/−0,186; controls average 1517+/−0.152), Table S3: Average age values for male and female patients.





Author Contributions


A.A., S.G., C.M., E.P.: conceptualization, methodology; G.T., M.C., M.F.: interpretation of data. V.I., E.D.S., G.S., A.G.A.: formal analysis and interpretation; A.A.: writing.




Funding


This research received no external funding




Conflicts of Interest


The authors declare no conflict of interest.




References


	



Gaens, K.H.; Stehouwer, C.D.; Schalkwijk, C.G. Advanced glycation endproducts and its receptor for advanced glycation endproducts in obesity. Curr. Opin. Lipidol. 2013, 24, 4–11. [Google Scholar] [CrossRef] [PubMed][Green Version]

	



Ahmad, S.; Khan, M.S.; Akhter, F.; Khan, M.S.; Khan, A.; Ashraf, J.M.; Pandey, R.P.; Shahab, U. Glycoxidation of biological macromolecules: A critical approach to halt the menace of glycation. Glycobiology 2014, 24, 979–990. [Google Scholar] [CrossRef] [PubMed][Green Version]

	



Akhter, F.; Khan, M.S.; Alatar, A.A.; Faisal, M.; Ahmad, S. Antigenic role of the adaptive immune response to d-ribose glycated LDL in diabetes, atherosclerosis and diabetes atherosclerotic patients. Life Sci. 2016, 151, 139–146. [Google Scholar] [CrossRef] [PubMed]

	



Ahmad, L.; Rylott, E.L.; Bruce, N.C.; Edwards, R.; Grogan, G. Structural evidence for Arabidopsis glutathione transferase AtGSTF2 functioning as a transporter of small organic ligands. FEBS Openbio 2017, 7, 122–132. [Google Scholar] [CrossRef] [PubMed]

	



Tesarova, P.; Kalousova, M.; Trnkova, B.; Soukupova, J.; Argalasova, S.; Mestek, O.; Petruzelka, L.; Zima, T. Carbonyl and oxidative stress in patients with breast cancer—Is there a relation to the stage of the disease? Neoplasma 2007, 54, 219–224. [Google Scholar] [PubMed]

	



Yan, S.F.; Ramasamy, R.; Schmidt, A.M. Mechanisms of disease: Advanced glycation end-products and their receptor in inflammation and diabetes complications. Nat. Clin. Pract. Cardiovasc. Med. 2008, 4, 285–293. [Google Scholar] [CrossRef] [PubMed]

	



Sims, G.P.; Rowe, D.C.; Rietdijk, S.T.; Herbst, R.; Coyle, A.J. HMGB1 and RAGE in inflammation and cancer. Ann. Rev. Immunol. 2010, 28, 367–388. [Google Scholar] [CrossRef] [PubMed]

	



Prasad, C.; Imrhan, V.; Marotta, F.; Juma, S.; Vijayagopal, P. Lifestyle and Advanced Glycation End Products (AGEs) Burden: Its Relevance to Healthy Aging. Aging Dis. 2014, 5, 212–217. [Google Scholar] [CrossRef] [PubMed]

	



Ishibashi, Y.; Matsui, T.; Takeuchi, M.; Yamagishi, S. Metformin inhibits advanced glycation end products (AGEs)-induced growth and VEGF expression in MCF-7 breast cancer cells by suppressing AGEs receptor expression via AMP-activated protein kinase. Horm. Metab. Res. 2013, 45, 387–390. [Google Scholar] [CrossRef] [PubMed]

	



Jing, R.; Wang, H.; Jiang, S.; Zhang, Z. Up-regulation of the Receptor for Advanced Glycation End Product (RAGE) in Esophageal Cancer and Down-regulation in Lung Cancer and Their Relationship to Clinicopathological Features. Lab. Med. 2008, 39, 661–667. [Google Scholar] [CrossRef][Green Version]

	



Demling, N.; Ehrhardt, C.; Kasper, M.; Laue, M.; Knels, L.; Rieber, E.P. Promotion of cell adherence and spreading: A novel function of RAGE, the highly selective differentiation marker of human alveolar epithelial type I cells. Cell Tissue Res. 2006, 323, 475–488. [Google Scholar] [CrossRef] [PubMed]

	



Raucci, A.; Cugusi, S.; Antonelli, A.; Barabino, S.M.; Monti, L.; Bierhaus, A.; Reiss, K.; Saftig, P.; Bianchi, M.E. A soluble form of the receptor for advanced glycation endproducts (RAGE) is produced by proteolytic cleavage of the membrane-bound form by the sheddase a disintegrin and metalloprotease 10 (ADAM10). FASEB J. 2008, 22, 3716–3727. [Google Scholar] [CrossRef] [PubMed]

	



Galichet, A.; Weibel, M.; Heizmann, C.W. Calcium-regulated intramembrane proteolysis of the RAGE receptor. Biochem. Biophys. Res. Commun. 2008, 370, 1–5. [Google Scholar] [CrossRef] [PubMed]

	



Zhang, L.; Bukulin, M.; Kojro, E.; Roth, A.; Metz, V.V.; Fahrenholz, F.; Nawroth, P.P.; Bierhaus, A.; Postina, R. Receptor for advanced glycation end products is subjected to protein ectodomain shedding by metalloproteinases. J. Biol. Chem. 2008, 283, 35507–35516. [Google Scholar] [CrossRef] [PubMed]

	



Tesarova, P.; Kalousova, M.; Jachymova, M.; Mestek, O.; Petruzelka, L.; Zima, T. Receptor for advanced glycation end products (RAGE)—Soluble form (sRAGE) and gene polymorphisms in patients with breast cancer. Cancer Investig. 2007, 25, 720–725. [Google Scholar] [CrossRef] [PubMed]

	



Gangemi, S.; Allegra, A.; Aguennouz, M.; Alonci, A.; Speciale, A.; Cannavo, A.; Cristani, M.; Russo, S.; Spatari, G.; Alibrandi, A.; et al. Relationship between advanced oxidation protein products, advanced glycation end products, and S-nitrosylated proteins with biological risk and MDR-1 polymorphisms in patients affected by B-chronic lymphocytic leukemia. Cancer Investig. 2012, 30, 20–26. [Google Scholar] [CrossRef] [PubMed]

	



Imbesi, S.; Musolino, C.; Allegra, A.; Saija, A.; Morabito, F.; Calapai, G.; Gangemi, S. Oxidative stress in oncohematologic diseases: An update. Expert Rev. Hematol. 2013, 6, 317–325. [Google Scholar] [CrossRef] [PubMed]

	



Gangemi, S.; Allegra, A.; Alonci, A.; Cristani, M.; Russo, S.; Speciale, A.; Penna, G.; Spatari, G.; Cannavo, A.; Bellomo, G.; et al. Increase of novel biomarkers for oxidative stress in patients with plasma cell disorders and in multiple myeloma patients with bone lesions. Inflamm. Res. 2012, 61, 1063–1067. [Google Scholar] [CrossRef] [PubMed]

	



Musolino, C.; Alonci, A.; Allegra, A.; Saija, A.; Penna, G.; Cannavo, A.; Cristani, M.; Saitta, S.; Gangemi, S. Increase in serum protein carbonyl groups is associated with more advanced stage of disease in multiple myeloma patients. Biomarkers 2011, 16, 718–719. [Google Scholar] [CrossRef] [PubMed]

	



Katz, J.; Moreb, J.; Baitinger, C.; Singer, C.; Caudle, R.M. Advanced glycation endproducts (AGEs) in saliva of patients with multiple myeloma—A pilot study. Leuk. Lymphoma 2017, 58, 2934–2938. [Google Scholar] [CrossRef] [PubMed]

	



Zilin, S.; Naifeng, L.; Bicheng, L.; Jiping, W. The determination of AGE-peptides by flow injection assay, a practical marker of diabetic nephropathy. Clin. Chim. Acta 2001, 313, 69–75. [Google Scholar] [CrossRef]

	



Villa, M.; Parravano, M.; Micheli, A.; Gaddini, L.; Matteucci, A.; Mallozzi, C.; Facchiano, F.; Malchiodi-Albedi, F.; Pricci, F. A quick, simple method for detecting circulating fluorescent advanced glycation end-products: Correlation with in vitro and in vivo non-enzymatic glycation. Metab. Clin. Exp. 2017, 71, 64–69. [Google Scholar] [CrossRef] [PubMed]

	



Herwig, N.; Belter, B.; Pietzsch, J. Extracellular S100A4 affects endothelial cell integrity and stimulates transmigration of A375 melanoma cells. Biochem. Biophys. Res. Commun. 2016, 477, 963–969. [Google Scholar] [CrossRef] [PubMed]

	



Jiao, L.; Weinstein, S.J.; Albanes, D.; Taylor, P.R.; Graubard, B.I.; Virtamo, J.; Stolzenberg-Solomon, R.Z. Evidence that serum levels of the soluble receptor for advanced glycation end products are inversely associated with pancreatic cancer risk: A prospective study. Cancer Res. 2011, 71, 3582–3589. [Google Scholar] [CrossRef] [PubMed]

	



Khorramdelazad, H.; Bagheri, V.; Hassanshahi, G.; Karami, H.; Moogooei, M.; Zeinali, M.; Abedinzadeh, M. S100A12 and RAGE expression in human bladder transitional cell carcinoma: A role for the ligand/RAGE axis in tumor progression? Asian Pac. J. Cancer Prev. 2015, 16, 2725–2729. [Google Scholar] [CrossRef] [PubMed]

	



Piperi, C.; Adamopoulos, C.; Papavassiliou, A.G. Potential of glycative stress targeting for cancer prevention. Cancer Lett. 2017, 390, 153–159. [Google Scholar] [CrossRef] [PubMed]

	



Chattopadhyay, E.; Roy, B. Altered Mitochondrial Signalling and Metabolism in Cancer. Front. Oncol. 2017, 7, 43. [Google Scholar] [CrossRef] [PubMed]

	



Lin, W.-W.; Karin, M. A cytokine-mediated link between innate immunity, inflammation, and cancer. J. Clin. Investig. 2007, 117, 1175–1183. [Google Scholar] [CrossRef] [PubMed][Green Version]

	



Tsai, H.-L.; Tai, C.-J.; Huang, C.-W.; Chang, F.-R.; Wang, J.-Y. Efficacy of Low-Molecular-Weight Fucoidan as a Supplemental Therapy in Metastatic Colorectal Cancer Patients: A Double-Blind Randomized Controlled Trial. Mar. Drugs 2017, 15, 122. [Google Scholar] [CrossRef] [PubMed]

	



Mailankody, S.; Kazandjian, D.; Korde, N.; Roschewski, M.; Manasanch, E.; Bhutani, M.; Tageja, N.; Kwok, M.; Zhang, Y.; Zingone, A.; et al. Baseline mutational patterns and sustained MRD negativity in patients with high-risk smoldering myeloma. Blood Adv. 2017, 1, 1911–1918. [Google Scholar] [CrossRef] [PubMed][Green Version]

	



Rojas, A.; Figueroa, H.; Morales, E. Fueling inflammation at tumor microenvironment: The role of multiligand/RAGE axis. Carcinogenesis 2010, 31, 334–341. [Google Scholar] [CrossRef]

	



Terzic, J.; Grivennikov, S.; Karin, E.; Karin, M. Inflammation and colon cancer. Gastroenterology 2010, 138, 2101–2114. [Google Scholar] [CrossRef]

	



Rojas, A.; González, I.; Morales, E.; Pérez-Castro, R.; Romero, J.; Figueroa, H. Diabetes and cancer: Looking at the multiligand/RAGE axis. World J. Diabetes 2011, 2, 108–113. [Google Scholar] [CrossRef]

	



Kessenbrock, K.; Plaks, V.; Werb, Z. Matrix metalloproteinases: Regulators of the tumor microenvironment. Cell 2010, 141, 52–67. [Google Scholar] [CrossRef] [PubMed]

	



Bazhin, A.V.; Philippov, P.P.; Karakhanova, S. Reactive Oxygen Species in Cancer Biology and Anticancer Therapy. Oxid. Med. Cell. Longev. 2016, 2016, 2. [Google Scholar] [CrossRef]

	



Gangemi, S.; Minciullo, P.; Magliacane, D.; Saitta, S.; Loffredo, S.; Saija, A.; Cristani, M.; Marone, G.; Triggiani, M. Oxidative stress markers are increased in patients with mastocytosis. Allergy 2015, 70, 436–442. [Google Scholar] [CrossRef]

	



Smedsrød, B.; Melkko, J.; Araki, N.; Hiroyuki, S.; Horiuchi, S. Advanced glycation end products are eliminated by scavenger-receptor-mediated endocytosis in hepatic sinusoidal Kupffer and endothelial cells. Biochem. J. 1997, 322, 567–573. [Google Scholar] [CrossRef] [PubMed][Green Version]

	



Dong, X.N.; Qin, A.; Xu, J.; Wang, X. In situ accumulation of advanced glycation endproducts (AGEs) in bone matrix and its correlation with osteoclastic bone resorption. Bone 2011, 49, 174–183. [Google Scholar] [CrossRef] [PubMed][Green Version]

	



Franke, S.; Ruster, C.; Pester, J.; Hofmann, G.; Oelzner, P.; Wolf, G. Advanced glycation end products affect growth and function of osteoblasts. Clin. Exp. Rheumatol. 2011, 29, 650–660. [Google Scholar] [PubMed]

	



Zhou, Z.; Xiong, W.C. RAGE and its ligands in bone metabolism. Front. Biosci. 2011, 3, 768–776. [Google Scholar][Green Version]

	



Yamagishi, S.; Nakamura, K.; Matsui, T. Regulation of advanced glycation end product (AGE)-receptor (RAGE) system by PPAR-gamma agonists and its implication in cardiovascular disease. Pharmacol. Res. 2009, 60, 174–178. [Google Scholar] [CrossRef] [PubMed]

	



Engblom, C.; Pfirschke, C.; Zilionis, R.; Da Silva Martins, J.; Bos, S.A.; Courties, G.; Rickelt, S.; Severe, N.; Baryawno, N.; Faget, J.; et al. Osteoblasts remotely supply lung tumors with cancer-promoting SiglecF(high) neutrophils. Science 2017, 358. [Google Scholar] [CrossRef] [PubMed]

	



Guo, Z.J.; Niu, H.X.; Hou, F.F.; Zhang, L.; Fu, N.; Nagai, R.; Lu, X.; Chen, B.H.; Shan, Y.X.; Tian, J.W. Advanced oxidation protein products activate vascular endothelial cells via a RAGE-mediated signaling pathway. Antioxid. Redox Signal. 2008, 10, 1699–1712. [Google Scholar] [CrossRef] [PubMed]

	



Jing, R.; Cui, M.; Wang, J.; Wang, H. Receptor for advanced glycation end products (RAGE) soluble form (sRAGE): A new biomarker for lung cancer. Neoplasma 2010, 57, 55. [Google Scholar] [CrossRef] [PubMed]

	



Matzner, Y.; Benbassat, J.; Polliack, A. Prognostic factors in multiple myeloma: A retrospective study using conventional statistical methods and a computer program. Acta Haematol. 1978, 60, 257–268. [Google Scholar] [CrossRef] [PubMed]

	



Yang, G.; Geng, C.; Chen, W. Clinical characteristics of a group of patients with multiple myeloma who had two different λ light chains by immunofixation electrophoresis: A retrospective study from a single center. Exp. Ther. Med. 2015, 9, 1895–1900. [Google Scholar] [CrossRef] [PubMed][Green Version]

	



Chen, L.; Duan, Z.; Tinker, L.; Sangi-Haghpeykar, H.; Strickler, H.; Ho, G.Y.; Gunter, M.J.; Rohan, T.; Logsdon, C.; White, D.L. A prospective study of soluble receptor for advanced glycation end-products and colorectal cancer risk in postmenopausal women. Cancer Epidemiol. 2016, 42, 115–123. [Google Scholar] [CrossRef] [PubMed][Green Version]

	



Galliera, E.; Marazzi, M.; Vianello, E.; Drago, L.; Luzzati, A.; Bendinelli, P.; Maroni, P.; Tacchini, L.; Desiderio, M.A.; Corsi, M.R. Circulating sRAGE in the diagnosis of osteolytic bone metastasis. J. Biol. Regul. Homeost. Agents 2016, 30, 1203–1208. [Google Scholar] [PubMed]

	



Geroldi, D.; Falcone, C.; Emanuele, E. Soluble receptor for advanced glycation end products: From disease marker to potential therapeutic target. Curr. Med. Chem. 2006, 13, 1971–1978. [Google Scholar] [CrossRef] [PubMed]

	



Yamagishi, S.; Adachi, H.; Nakamura, K.; Matsui, T.; Jinnouchi, Y.; Takenaka, K.; Takeuchi, M.; Enomoto, M.; Furuki, K.; Hino, A.; et al. Positive association between serum levels of advanced glycation end products and the soluble form of receptor for advanced glycation end products in nondiabetic subjects. Metab: Clin. Exp. 2006, 55, 1227–1231. [Google Scholar] [CrossRef] [PubMed]

	



Karin, M.; Greten, F.R. NF-kappaB: Linking inflammation and immunity to cancer development and progression. Nat. Rev. Immunol. 2005, 5, 749–759. [Google Scholar] [CrossRef] [PubMed]

	



Yamagishi, S.; Imaizumi, T. Serum levels of soluble form of receptor for advanced glycation end products (sRAGE) may reflect tissue RAGE expression in diabetes. Arterioscler. Thromb. Vasc. Biol. 2007, 27, e32, author reply e33-34. [Google Scholar] [CrossRef] [PubMed]

	



Nakamura, K.; Yamagishi, S.; Adachi, H.; Matsui, T.; Kurita-Nakamura, Y.; Takeuchi, M.; Inoue, H.; Imaizumi, T. Circulating advanced glycation end products (AGEs) and soluble form of receptor for AGEs (sRAGE) are independent determinants of serum monocyte chemoattractant protein-1 (MCP-1) levels in patients with type 2 diabetes. Diabetes Metab. Res. Rev. 2008, 24, 109–114. [Google Scholar] [CrossRef] [PubMed]

	



Tesarova, P.; Kalousova, M.; Zima, T.; Tesar, V. HMGB1, S100 proteins and other RAGE ligands in cancer—Markers, mediators and putative therapeutic targets. Biomed. Pap. Med. Fac. Univ. Palacky Olomouc Czech Repub. 2016, 160, 1–10. [Google Scholar] [CrossRef] [PubMed]

	



Bongarzone, S.; Savickas, V.; Luzi, F.; Gee, A.D. Targeting the Receptor for Advanced Glycation Endproducts (RAGE): A Medicinal Chemistry Perspective. J. Med. Chem. 2017, 60, 7213–7232. [Google Scholar] [CrossRef] [PubMed][Green Version]








[image: Antioxidants 08 00055 g001 550]





Figure 1. AGE levels were significantly reduced in patients with respect to controls (1.40 ± 0.2 vs 1.52 ± 0.15; p < 0.01). 
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Figure 2. sRAGE was significantly elevated in patients affected by multiple myeloma (MM) compared to healthy subjects (1686.3 pg/mL ± 1107 vs 940.67 pg/mL ± 218; p < 0.01). 
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