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Abstract: UVB significantly impacts the occurrence of cutaneous disorders, ranging from inflamma-

tory to neoplastic diseases. Polyphenols derived from plants have been found to exhibit photopro-

tective effects against various factors that contribute to skin cancer. During the fermentation of the 

polyphenol-enriched blueberry preparation (PEBP), small oligomers of polyphenols were released, 

thus enhancing their photoprotective effects. This study aimed to investigate the protective effects 

of PEBP on UVB-induced skin inflammation. Topical preparations of polyphenols were applied to 

the skin of dorsally shaved mice. Mice were subsequently exposed to UVB and were sacrificed 90 

min after UVB exposure. This study revealed that pretreatment with PEBP significantly inhibited 

UVB-induced recruitment of mast and neutrophil cells and prevented the loss of skin thickness. 

Furthermore, the findings show that PEBP treatment resulted in the downregulation of miR-210, 

146a, and 155 and the upregulation of miR-200c and miR-205 compared to the UVB-irradiated mice. 

Additionally, PEBP was found to reduce the expression of IL-6, IL-1β, and TNFα, inhibiting COX-2 

and increasing IL-10 after UVB exposure. Moreover, DNA methylation analysis indicated that PEBP 

might potentially reduce the activation of inflammation-related pathways such as MAPK, Wnt, 

Notch, and PI3K-AKT signaling. Our finding suggests that topical application of PEBP treatment 

may effectively prevent UVB-induced skin damage by inhibiting inflammation. 

Keywords: ultraviolet radiation (UVB); polyphenols; PEBP; miRNA; nuclear factor kappa-light-

chain-enhancer of activated B cells (NF-κB) 

 

1. Introduction 

The skin is considered the largest organ in the human body. It acts as a barrier, pro-

tecting organs from harmful environmental stimuli. It is one of the body’s most complex 

and reactive organs and contains the epidermis and the vascularized dermis [1]. Ultravi-

olet radiation (UV) is a major environmental carcinogen and the primary cause of cancer 

and skin pathologies such as erythema, inflammation, and degenerative aging changes 

[2,3]. UVB, in particular, is the most damaging form of UV radiation to human skin [4,5]. 

UVB can induce the formation of reactive oxygen species (ROS) that increase oxidative 
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stress, induce the infiltration of neutrophils into the dermis, the production of pro-inflam-

matory mediators, and, eventually, skin cancer [2,6–8]. 

Antioxidant supplementation by topical application is recommended as an effective 

strategy to mitigate the adverse effects of UVB radiation on the skin [9–11]. Compounds 

with photoprotective activity, such as polyphenols derived from natural sources, have 

gained significant attention in recent years for their potential to prevent UVB-induced skin 

cancer and inflammation [10,12]. For instance, polyphenols from blueberries, including 

catechin, epicatechin, and oligomeric proanthocyanidins, have been used as potential 

treatments to protect the skin from the damaging effects of UV radiation [8,11,13,14]. 

Moreover, the fermentation of blueberries results in the release of small polyphenols with 

enhanced bioavailability. The biotransformation process yields a polyphenol-enriched 

blueberry preparation (PEBP), which contains gallic acid (GA), protocatechuic acid (PCA), 

and catechin (Cat) [11,14,15]. In a previous study in our lab, an oligomeric mixture of pol-

yphenols (OMP) was designed to mimic the fermentation process by utilizing a balanced 

polyphenol blend of GA, PCA, and Cat [13,14]. These compounds have demonstrated 

possible UV-protective and antimutagenic, anti-diabetic, anti-inflammatory, anti-cancer, 

antioxidant, and immunomodulatory properties [16,17]. Studies have shown that topical 

pretreatment with certain polyphenolic compounds prior to UVB exposure significantly 

reduces UVB-induced inflammation and skin tumorigenesis in mouse models [15,18,19]. 

The molecular mechanisms underlying the changes in the skin induced by chronic 

UVB exposure remain unclear. However, studies have implicated epigenomic alterations, 

such as miRNAs and DNA methylation, which are indirectly involved in UVB-regulated 

apoptosis, inflammation, and cell cycle control [10,20]. MicroRNAs play a crucial role in 

regulating skin homeostasis and mitigating or exacerbating damage caused by UVB radi-

ation [20]. These small, non-coding RNAs can target specific mRNAs and induce their 

degradation, thereby inhibiting protein translation [20,21]. Numerous miRNAs have been 

shown to regulate processes such as DNA damage, photoaging, cell survival, carcinogen-

esis, and pigmentation, and their expression profiles differ following exposure to UVB 

radiation [16,22]. UVB irradiation decreases the expression level of miR-205 and miR-200c, 

which are essential for motility and cell-cell adhesion [23], while increased miR-155, miR-210, 

and miR-146a lead to exceptional responsiveness to many inflammatory stimuli [24–27]. 

UV irradiation is a well-known trigger for increasing nuclear factor kappa light chain 

enhancer of activated B (NF-κB) transcriptional activity, subsequently leading to a chronic 

inflammatory signal [28,29]. NF-κB is a key mediator of cellular inflammatory processes 

that induce pro-inflammatory cytokine expressions such as interleukin-1β (IL-1β), inter-

leukin-6 (IL-6), and tumor necrosis factor α (TNF-α) [29,30]. Activation of NF-κB path-

ways also inhibits the activation of anti-inflammatory cytokines such as interleukin-10 (IL-

10) [29,31]. These cytokines play crucial roles in inflammatory skin diseases and skin can-

cer. The changes in cytokine production are believed to occur through the activation of 

the NF-κB pathway [30,32]. 

DNA methylation plays a critical role in the epigenome as a fundamental mechanism 

for controlling gene expression and the regulation of cellular pathways [33–35]. DNA 

methylation has been shown to be involved in the regulation of inflammation, which en-

compasses cancer development. Therefore, modulation of methylation is a promising 

strategy for cancer prevention and treatment [33–35]. Notably, the impact of short-term 

exposure to UVB radiation results in changes in the immune response, including the in-

flammation and DNA damage pathways [36], which might influence the activation or re-

pression of specific genes involved in multiple related pathways [16,37]. These modifica-

tions can potentially activate oncogenes or suppress tumor suppressor genes, ultimately 

contributing to skin cancer initiation [33,38,39]. Nevertheless, despite these findings, fur-

ther exploration is essential to enhance our understanding of the epigenetic changes trig-

gered by acute UV irradiation and their wide-ranging implications in the captivating field 

of skin photobiology. 
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Numerous studies have demonstrated the beneficial effects of polyphenol products 

on human skin, including photoprotection and improvement of physiological parameters 

[40,41]. However, the existing research on the protective effects of fermented blueberries 

against skin damage caused by UVB radiation remains limited. Therefore, we investigated 

the photoprotective effects of two specific compounds, PEBP and OMP, against short-term 

UVB exposure. Specifically, our study focused on examining their ability to prevent the 

inflammatory increase in cytokines and activation of the NF-κB response in skin mice, 

which are critical indicators of UV-induced damage. Additionally, we explored the poten-

tial involvement of miRNAs and methylation mechanisms in this process. Therefore, us-

ing natural bioactive compounds in cosmetics and medical research to prevent UV-in-

duced skin damage has significant chemoprevention potential. 

2. Materials and Methods 

2.1. Natural Products 

Fresh and untreated, fully matured wild blueberries (Vaccinium angustifolium Ait.) 

were carefully harvested from designated areas in the Atlantic region. Subsequently, the 

blueberries underwent centrifugation at 500× g for 10 min using an IEC Centra MP4R cen-

trifuge (International Equipment Company, Needham Heights, MA, USA). This step 

aimed to eliminate fruit skin and non-homogenized particles. To ensure purity, the result-

ing juice underwent sterilization via filtration through a 0.22 µm Express Millipore filter 

apparatus from Millipore, Etobicoke, ON, Canada. 

Culturing SV-53 bacteria followed established procedures as previously described 

[42]. Details regarding the characterization of blueberry and polyphenol-enriched blue-

berry preparations can be found in previous studies [42,43]. This compound will be de-

scribed as the “Polyphenols-Enriched Blueberry Preparation (PEBP)”. 

The ultra-performance liquid chromatography-quadrupole time-of-flight mass spec-

trometry (UPLC-MS-QTOF) analysis and fractionation of the fermented blueberry extract, 

also known as PEBP, revealed that fractions rich in bioactive compounds like gallic acid 

(GA), protocatechuic acid (PCA), and catechins (Cat) effectively contribute to maintaining 

glucose homeostasis. Standards with over 95% purity for the major compounds found in 

blueberries, including PCA, GA, and Cat, were procured commercially from Sigma-Aldrich 

(St. Louis, MO, USA) [14]. Throughout this manuscript, these compounds will be denoted as 

the “Oligomeric Mixture of Polyphenols (OMP)”, emphasizing their significance. 

2.2. Animal 

BALB/c female mice, 6–8 weeks of age, were housed in the animal facility at the Uni-

versity of Ottawa. The mice were housed three per cage under constant humidity and 

temperature with 12 h light/dark cycles. They were allowed access to water and standard 

mouse feed ad libitum and were monitored daily. The animal protocol for this study was ap-

proved by the Institutional Animal Care and Use Committee of the University of Ottawa. 

2.3. Preparation of Polyphenols Containing Cream 

For the following in vivo studies, a water-in-oil (W/O) cream containing different 

polyphenol compounds was formulated. The cream base was formulated by mixing 50 g 

of an aqueous solution comprised of glycerine (0.05% w/w) and Tween®-60 (0.10% w/w) 

with 25 g of Vaseline and 10 g of cetylstearil alcohol that had been melted separately at 70 

°C under constant agitation. The resultant emulsion was then cooled to room temperature 

under constant agitation. Experimental formulations were then prepared by adding either 

the vehicle cream, water (0.3%), or 0.3% of non-fermented blueberry juice (NBJ), polyphe-

nol-enriched blueberry preparation (PEBP), or an oligomerized mixture of polyphenols 

(OMP). Creams containing NBJ, PEBP, or OMP were stored at 4 °C in the dark. The pH of 

the creams was adjusted to pH 7.0 with a sodium hydroxide solution. 
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2.4. UV Irradiation 

Before irradiation, BALB/c female mice (6–8-week-old) (six mice in each group) were 

shaved using an electric razor. The skin was sterilized by chlorhexidine and 70% ethanol 

washes. Mice were covered with a pre-designed shield. Each mouse is treated with 1.2 mg 

of each cream and then exposed to UVB irradiation (290–320 nm) for 90 min. After 90 min 

of exposure to UVB light, all animals were sacrificed. Dorsal skin (approximately 2 × 2 cm2 

pieces) was excised from each mouse at the exposure sites as well as the control sites (areas 

that were not exposed to UVB light). Each skin sample was cut into three pieces and used 

for subsequent analysis. To maintain a similar treatment protocol and effects, non-UVB-ex-

posed control groups of mice were also treated with the same doses of NBJ, PEBP, or OMP. 

The skin tissues were collected and pooled from each mouse in each treatment group.  

2.5. Histopathology 

To evaluate the effect of NBJ, PEBP, or OMP on UV-induced changes in skin mor-

phology, the skin tissues were dissected from the respective groups and fixed with 10% 

formalin for at least 48 h at room temperature. After fixation, the tissues were processed 

for paraffin embedding. Subsequently, 4 mm-thick tissue sections were cut from paraffin 

blocks and stained with haematoxylin and eosin (H&E) as per standard protocol. The his-

topathological analysis was performed by a board-certified pathologist, and the images were 

taken using light microscopy. Image J software 1.54 (National Institutes of Health, Bethesda, 

MD, USA) was used to estimate the thickness of the epidermal and dermal layers. 

2.6. RNA Extraction and Real-Time Quantitative PCR (RT-qPCR) 

Total RNA from the skin samples was extracted using a Trizol reagent (Life Technol-

ogies, Carlsbad, CA, USA) according to the manufacturer’s protocol. MiRNAs were ex-

tracted using a miRNeasy kit (Qiagen, Toronto, ON, Canada) and quantified using a 

NanoDrop spectrophotometer (NanoDrop ND1000; Thermo Fisher Scientific, Waltham, 

MA, USA). cDNA was synthesized from 1 µg of RNA using the iScript cDNA synthesis 

kit (Bio-Rad, Hercules, CA, USA) according to the manufacturer’s instructions. The cDNA 

was then diluted 1:60 in nuclease-free water, and qPCR was performed using miRCURY™ 

SYBR Green Master Mix (Qiagen, Toronto, ON, Canada). cDNA was amplified by real-

time PCR with a Bio-Rad MyiQ thermocycler and SYBR Green detection system (Bio-Rad, 

Hercules, CA, USA). The standard PCR conditions were 95 °C for 10 min and then 40 

cycles at 95 °C for 30 s, 60 °C for 30 s, and 72 °C for 30 s in a CFX96 machine (Bio-Rad, 

Mississauga, ON, Canada). U6 was used as an internal control for normalization in each 

sample (Applied Biosystems, Burlington, ON, Canada). For miRNA analysis, the calcula-

tions for determining the relative level of gene expression were made using the cycle 

threshold (Ct) method. The mean Ct values from duplicate measurements were used to calcu-

late the expression of the target gene with normalization to a housekeeping gene used as an 

internal control and using the equation: relative quantity (RQ) = 2−ΔΔCT algorithm. 

2.7. Western Blotting 

Total proteins from skin tissues were extracted and homogenized in 400 µL Pierce® 

RIPA buffer (Sigma-Aldrich, St. Louis, MO, USA) supplemented with phosphatase inhib-

itor cocktails (100×) (Thermo Scientific, Waltham, MA, USA ,catalog number: 78440). Pro-

tein concentrations were measured using a BCA protein assay kit (no. 23227; Thermo 

Fisher Scientific, Waltham, MA, USA). Protein samples (50 µg) were separated by 12% 

SDS-PAGE gels, then transferred to polyvinylidene fluoride membranes (PVDF) (Invitro-

gen, Burlington, ON, Canada). After blocking with 5% fat-free milk, membranes were in-

cubated with primary antibodies (1:500) NF-κB (Cell Signaling Tech. Inc., Danvers, MA, 

USA), COX-2 (Santa Cruz, Dallas, TX, USA), IL-1β (Abcam, Cambridge, MA, USA), and 

TNF-α (Proteintech, San Diego, CA, USA) and incubated overnight at 4 °C, followed by 

incubation with appropriate secondary antibodies (1:5000) for 1 h (Jackson Immuno 
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Research Laboratories, West Grove, PA, USA). The membrane was washed in TBS-T and 

treated with a chemiluminescence reagent ECL detection kit (Bio-Rad, Mississauga, ON, 

Canada) according to the manufacturer’s protocol. Next, transferred protein bands were 

visualized and analyzed using the chemiluminescence imaging system (Bio-Rad, Missis-

sauga, ON, Canada). 

2.8. Tissue Immunohistochemistry 

The amount of 4 µm-thick formalin-fixed skin sections was deparaffinized, hydrated 

through xylene and graded alcohols, and washed three times. Antigen retrieval was done 

with citrate buffer (pH 6.0), and the tissue sections were incubated in peroxidase block for 

10 min. After two successive washes with TBS-Tween 20, sections were incubated in pro-

tein-blocking serum (Dako Diagnostics, Missisauga, ON, Canada) for 30 min and incu-

bated with the various primary antibodies IL-10 (1:50) and IL-6 (1:50) overnight. Two suc-

cessive washes were done, and the sections were incubated with the secondary antibody-

conjugated fluorophores IL-10 (Alex 555) and IL-6 (Alexa 488) for 1 h. Then, slides were 

washed two times with TBS-Tween 20 buffer. Then the DAPI working reagent was pre-

pared immediately, and a few drops were dropped on the slides for 3 min. After rinsing 

slides in distilled water, they were mounted using ProLong Gold and VECTASHIELD an-

tifade mounting medium (Thermo Fisher Scientific, Toronto, ON, Canada) and visualized 

using a Zeiss LSM 880 AxioObserver Z1 Confocal Microscope. (Leica, Wetzel, Germany). 

For a negative control, sections were treated with a primary antibody dilution solution. 

Quantification was generated from eight fields of view from a representative experiment 

and analyzed by ImageJ 1.54. 

2.9. DNA Extraction and DNA Methylation Analysis 

Approximately 15 to 20 mg of samples were homogenized using an electrical homog-

enizer (Bead Mill 24, Fisher Scientific, Waltham, MA, USA) in tubes containing 500 µL of 

cell lysis buffer and 1.5 microliters of proteinase K. The extraction of tissue DNA was car-

ried out using the Gentra Puregene Tissue Kit (Qiagen, Toronto, ON, Canada), following 

the manufacturer’s guidelines. The obtained DNA was then diluted with a rehydration 

solution to achieve a final concentration of 20 ng/µL and stored at a temperature of −20 

°C. The concentration of the extracted DNA was measured using the Qubit 4 system 

(Thermo Fisher Scientific, Toronto, ON, Canada). 

DNA methylation analysis was performed as previously reported [44]. Briefly, 500 

ng of the extracted DNA underwent a bisulphite conversion process using the EZ DNA 

Methylation kit (Zymo Research, Irvine, CA, USA). Subsequently, 250 ng of the bisulphite-

modified DNA were examined using the Infinium Mouse Methylation BeadChip arrays 

(Illumina Inc., San Diego, CA, USA). This enabled the simultaneous assessment of DNA 

methylation at more than 285,000 CpG sites. The methylome-wide data were then pro-

cessed using the methylkey pipeline, a software tool developed by the Epigenomics and 

Mechanisms Branch at the International Agency for Research on Cancer 

(https://github.com/IARCbioinfo/methylkey, accessed on 23 January 2023). This pipeline 

involved various steps, such as raw data preprocessing, quality control measures, and 

data normalization using Noob normalization through the SeSAMe package 3.9. To com-

pare different groups, intergroup comparisons were carried out using linear regression anal-

ysis with the assistance of the limma R package 4.2.3. Regional analysis was conducted to 

identify regions with differential methylation patterns using the DMRcate package 3.18. 

2.10. Bioinformatics Analysis  

Pathway significance enrichment analysis was determined using the Enrichr package 

KEGG enrichment analysis in R (https://maayanlab.cloud/Enrichr/, accessed on 29 March 

2023). This package was used to identify pathways significantly enriched in candidate 
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genes compared with the whole genome background. Pathways with a p-value ≤ 0.05 were 

defined as pathways enriched considerably in UVB. 

2.11. Statistical Analysis 

Error bars represent the mean ±SEM from at least three separate experiments. The 

statistical analysis was performed using GraphPad Prism 8.0 software (GraphPad Soft-

ware Inc., San Diego, CA, USA). A one-way analysis of variance (ANOVA) followed by a 

post hoc test was used to assess differences between more than two groups, with p < 0.05 

considered statistically significant. Statistically significant results were defined as follows: 

* p < 0.05; ** p < 0.01; *** p < 0.001; **** p < 0.0001. Differentially methylated genes were 

defined with a false discovery rate (FDR)-adjusted p-value cutoff of ≤0.05 and a group 

mean difference of ≥3%. For pathway visualization, KEGG pathway enrichment analysis 

was performed using Enrichr. 

3. Results 

3.1. PEBP Decreases the Mast Cell, Neutrophil Cells Count and Prevented Loss of the Skin 

Thickness in BALB/c Mice Skin following a Short-Term UVB Exposure 

Histological examinations of the exposed BALB/c skin samples revealed that UVB-

induced mast cell infiltration was significantly reduced in samples where the mice had 

been pretreated with formulations containing PEBP or OMP compared to exposed skin 

that had been pretreated with control cream (Figure 1A,B). Similarly, the neutrophil count 

was significantly increased in UVB-exposed dermis samples compared to non-irradiated 

controls. PEBP, OMP, and NBJ-treated mice had fewer neutrophils than UVB-treated mice 

(Figure 1C). Epidermal thickness was also significantly higher in UVB mice compared to 

non-irradiated controls. This increase in thickness was abrogated by pretreatment with 

the tested formulations, NBJ, PEBP, and OMP, when compared to UVB-irradiated mice 

pretreated with control cream (Figure 1D). 

 

Figure 1. Inhibition of UVB-induced histological alteration by PEBP and OMP in BALB/c mice. (A) 

H&E staining was performed on skin samples 90 min after UVB exposure. Skin non-exposed to UVB 

(−UVB) mice were treated without UVB. The horizontal line represents 100 µm. The UVB mice ex-

hibited more inflammatory changes, such as increased (B) mast cells, (C) neutrophil cell count, and 

(D) skin thickness. In contrast, the PEBP and OMP-treated mice demonstrated decreased skin thick-

ness, mast cells, and neutrophil cell count. Original magnification: ×40. **** p < 0.0001. 
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3.2. PEBP and OMP Modulate miRNA Expression in Response to UVB Radiation, 

Upregulating miR-200c and miR-205 while Downregulating miR-210, miR-155, and miR-146a 

To investigate the impact of PEBP and OMP on the regulation of miRNAs associated 

with skin inflammation following short-term UVB exposure, we analyzed the expression 

of miR-210, miR-200c, miR-146a, miR-155, and miR-205 in skin tissues using RT-qPCR. 

Our results demonstrated that the group treated with PEBP and OMP exhibited a signifi-

cant decrease in miR-155 (Figure 2A), miR-210 (Figure 2B), and miR-146a (Figure 2C) ex-

pression compared to the UVB control group. Conversely, miR-205 (Figure 2D) and miR-

200c (Figure 2E) expressions were upregulated after treatment with PEBP, OMP, and NBJ 

compared to the UVB control group. Furthermore, we observed that PEBP was more ef-

fective than OMP or NBJ when treating the skin before UVB exposure. These findings 

suggest that PEBP might have the ability to counteract UVB-induced changes in miRNA 

expression (Figure 2). 

 

Figure 2. Effect of different treatments on the expression of (A) miR-155, (B) miR-210, (C) miR-146a, 

(D) miR-205, (E) and miR-200c after short-term UVB exposure. Expression levels of these miRNAs 

were measured by RT-qPCR. miR-210, miR-146a, and miR-155 were significantly downregulated (p 

< 0.0001), while miR-200c and miR-205 were upregulated (p < 0.0001) compared to non-irradiation 

control group. The data are the mean ± SEM of at least three independent experiments performed. 

ns: non-significant, * p < 0.05, ** p < 0.01, *** p < 0.001, **** p < 0.0001. 

3.3. After Short-Term UVB Radiation, PEBP and OMP Treatment Decreased the Expression of 

NF-κB Activation in BALB/c Mice Skin 

To further analyze the photoprotective mechanisms, the role of treatment on NF-κB 

activation in UVB-irradiated BALB/c mouse skin was studied. The activation of NF-κB 

p65 plays a crucial role in enhancing downstream target gene expression in the skin, par-

ticularly in response to inflammatory cytokines such as TNF-α and IL-1β [45]. Corre-

spondingly, we observed that UVB exposure induced NF-κB activation expression, which 

was accompanied by upregulation of TNF-α, IL-1β, and COX-2. Skin tissue from mice 
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pretreated with PEBP, OMP, and NBJ displayed significantly lower levels of NF-κB p65, 

TNF-α, IL-1β, and COX-2 expression, indicating an inhibition of NF-κB activity (Figure 

3). These findings suggest that PEBP, OMP, and NBJ inhibit NF-κB (p65) expression by 

reducing COX-2 and pro-inflammatory markers such as TNF-α and IL-1β, thereby pre-

venting inflammatory damage to the skin. 

 

 
(A) (B) 

Figure 3. The expression levels of NF-κB-p65, TNF-α, IL-1β, and COX-2 were detected by Western 

blotting, and the relative intensity was calculated by dividing the intensity of the protein band by 

that of the control sample on the same blot and then normalizing against the intensity of β-actin on 

the same membrane. (A) Representative Western blot images; and (B) Representative quantify and 

normalize the protein levels using β-actin as the loading control. Values are shown as the mean ± 

SEM of at least three independent experiments.** p < 0.01, *** p < 0.001, **** p < 0.0001. 

3.4. PEPB and OMP Modulate the Expression of Pro-Inflammatory Cytokines (IL-6) and Anti-

Inflammatory Cytokines (IL-10) in UVB-Irradiated Skin Samples 

The above results were corroborated by observations that skin tissue samples from 

mice pre-treated with PEBP and OMP showed inflammatory biomarkers following short-

term UVB exposure to their skin. We performed immunofluorescence staining to evaluate 

the levels of pro-inflammatory cytokine IL-6 and anti-inflammatory cytokine IL-10 expres-

sion in all treatment groups (Figure 4). Our results showed that the skin tissue harvested 

from mice in the UVB + PEBP and UVB + OMP groups displayed significantly lower levels 

of IL-6 compared to the vehicle-treated + UVB group. On the other hand, IL-10 expression 

was significantly lower in the UVB + PEBP and UVB + OMP groups compared to the ve-

hicle-treated + UVB groups (Figure 4). These findings suggest that PEBP and OMP have 

the potential to modulate the expression of pro-inflammatory and anti-inflammatory cy-

tokines in UVB-irradiated skin samples. 
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Figure 4. Immunohistochemical analysis skin sample with topical administration of PEBP and OMP 

after UVB exposure in BALB/c mouse tissues. Tissue sections from skin mice were fixed with 10% 

formalin, paraffin-embedded, and sectioned into 4-µm-thick slices. Staining was performed using 

the indicated primary antibodies (IL-6 and IL-10), followed by incubation with fluorophore-conju-

gated secondary antibodies. Immunofluorescence staining shows the presence of IL-6 (green) and IL-10 

(red). Nuclei were stained with DAPI (blue). Quantification was generated from eight fields of view from 

a representative experiment by confocal microscopy (magnification, 20×). **** p < 0.0001. 

3.5. Topical Application of PEBP Modulates DNA Methylation Patterns in Mice Skin following 

Short-Term UVB Exposure 

DNA methylation is a crucial epigenetic process responsible for silencing DNA [46]. 

The methylation state of particular gene regions, such as the regions 1–5 Kb upstream 

transcriptional start points, the promoter, and the 5′UTR, can influence this silencing effect 

[34,44]. DNA methylome-wide analysis revealed that there was extensive differential 

methylation (1146 differentially methylated regions (DMRs)) with an FDR-adjusted p-

value cutoff of ≤0.05 and a group mean difference of ≥3% (Figure 5A) when comparing the 

UVB-exposed and non-exposed groups. The majority of these DMRs were 
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hypomethylated (869 DMRs, 75.82%), while 277 DMRs (24.17%) were hypermethylated in 

the UVB+ group relative to the UVB- group. Relative to the overall probe distribution on 

the array, the DMRs were enriched for intronic regions and depleted for regions 1–5 Kb 

upstream of the TSS and exonic regions (Figure 5B). In terms of their relationship to the 

closest CpG islands, the DMRs were enriched for open sea regions and depleted for CpG 

shores and CpG islands (Figure 5B). 

When comparing UVB vs. UVB + PEBP groups, we observed 850 DMRs, 679 (79.89%) 

of which were hypomethylated, and 171 (20.12%) of which were hypermethylated (Figure 

5A). The significantly hypomethylated regions were enriched for intronic regions, while 

the significantly hypermethylated regions were enriched for exonic regions, relative to the 

overall distribution of the array. Significantly hypomethylated regions were enriched for 

CpG shores and depleted for open sea regions, while significantly hypermethylated re-

gions were enriched for open sea and exonic regions. Interestingly, no significant differ-

ences in DNA methylation patterns were observed between samples from the −UVB con-

trol groups and the PEBP groups. Furthermore, it is essential to note that no significant 

differences were found between the UVB group, and the groups treated with NBJ and 

OMP. As a result, the only groups that were significantly different in terms of their DNA 

methylation patterns were comparisons between the UVB control group and the UVB ra-

diation group, and the UVB group compared to the UVB/PEBP. These results suggest that 

UVB irradiation and PEBP effects can alter the DNA methylation profiles of mouse epi-

dermal cells. 

Additionally, KEGG pathway enrichment chart analyses revealed 24 significantly en-

riched pathways (p < 0.05, Figure 5C). These pathways are constituted of differentially 

methylated genes implicated in cancer-related pathways, cell growth, inflammation, and 

death-related pathways, such as the phosphatidylinositol 3-kinase (PI3K)/protein kinase 

B (AKT), Mitogen-activated protein kinase (MAPK), the transforming growth factor beta 

(TGFb), Wnt pathway, and Notch signaling pathway. Moreover, adhesion junction, 

CGMP-PKG signaling pathway, and Hippo signaling pathway (p < 0.05). These results 

suggest that PEBP treatment impacts multiple pathways involved in regulating inflam-

matory signaling pathways. 

The effect of DNA methylation on the key pathways was further analyzed by select-

ing the most significant genes affected by UVB exposure. We observed that the pretreat-

ment of PEBP partially abrogated the effects of UVB exposure in skin tissue (Figure 5D). 

The findings revealed that PEBP treatment resulted in significant hypermethylation of 

genes such as Thousand and one amino acid (TAO) kinases1 (Taok1), Mitogen-Activated 

Protein Kinase Kinase Kinase Kinase 4 (Map4k4), Tyrosine 3-Monooxygenase/Tryptophan 

5-Monooxygenase Activation Protein Zeta (Ywhaz), Suppressor of Mothers against 

Decapentaplegic 6 (Smad6), Interferon Alpha 2 (Ifna2), and Interferon Alpha k (Ifnk), while 

genes such as Runt-related transcription factor 1 (Runx1) and Forkhead Box P1 (Foxp1) 

exhibited hypomethylation following PEBP treatment (Figure 5D). Therefore, our results 

suggest that PEBP significantly impacts the UV-induced hypomethylation or hypermeth-

ylation patterns of DNA in vivo. 
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Figure 5. Alterations of DNA methylation following exposure to UVB-irradiation in mouse skin 

tissues. (A) Circos Plot illustrating the distribution of the hyper- and hypo-DMRs relative to 

their chromosomal location when comparing −UVB to UVB groups (top panel) and UVB to UVB + 
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PEBP groups (bottom panel). Red bars represent hypermethylated DMRs, while blue bars represent 

hypomethylated DMRs. Stacked barcharts displaying the distribution of hyper- and hypomethyl-

ated DMPs relative to the MM280 array when classified by (B) genic regions and (C) relationship to 

CpG island. (B) The bars labeled “hypo*” and “hyper*” represent significantly hypo- and hyper-

methylated DMRs, respectively, while the bars labeled “hypo” and “hyper” represent all hypo- or 

hypermethylated DMRs identified in the dataset. The bar labeled “MM280” illustrates the overall 

distribution of probes in the Illumina Infinium Mouse Methylation BeadChip. (C) Genomes (KEGG) 

pathway enrichments of the differentially expressed genes (DEGs) between UVB, non-exposed skin, 

and PEBP groups. The size and color of the dots represent the gene number and the range of p-

values, respectively. (D) Boxplots illustrating the differences in DNA methylation levels between 

the control (−UVB), UVB, and UVB + PEBP groups for selected genes. The resulting box plot displays 

mean beta values for each sample as data points. 

4. Discussion 

UVB irradiation is known to cause skin aging, inflammation, and DNA damage [10]. 

As continued exposure to UVB irradiation remains an ongoing health hazard, there re-

mains a need to identify protective mechanisms against the detrimental health effects of 

UVB radiation using UV screens or other direct or indirect approaches [47]. UVB radiation 

can induce inflammatory mediators such as COX-2 and pro-inflammatory cytokines, in-

cluding TNF-α, IL-6, and IL-1β, which induce the expression of NF-κB, which has been 

shown in inflammatory skin diseases [28,48]. Recently, it has been demonstrated that sev-

eral naturally occurring active compounds can protect skin from UVB [10,49,50] by induc-

ing protective cellular mechanisms related to reducing oxidative stress, DNA damage, 

and inflammation [51]. Increased consumption of antioxidant substances, including fla-

vones, protocatechuic acid, catechins, and polysaccharides, was identified as a potential 

strategy for protecting against the damaging effects of excessive UVB radiation [10,19]. 

There is increasing evidence from in vitro and in vivo studies that polyphenol com-

pounds found in plants can protect against UVB damage and stimulate the immune sys-

tem [14,15]. Studies have reported that natural chemopreventive compounds such as pol-

yphenols (grape seed extract and ellagic) [52,53], green tea extract [54], and curcumin [55] 

have been shown to decrease inflammation. 

Moreover, using polyphenols in combination with sunscreens or skincare lotions pre-

sents a promising approach to effectively counteracting the detrimental effects of UV ra-

diation, thereby protecting the skin against diverse skin disorders arising from excessive 

sun exposure. Presently, there is a growing interest in investigating the photoprotective 

and antioxidant capabilities of bioactive compounds within polyphenols, such as rutin, 

rosmarinic acid, and bilberries (Vaccinium myrtillus). These compounds can enhance the 

sun protection factor (SPF) value and confer multifunctional attributes to sunscreens 

against UVB radiation. 

Rutin, a citrus flavonoid glycoside derived from plant sources, emerges as a notewor-

thy photoprotective agent owing to its potent antioxidant properties. In the formulation, 

rutin demonstrated a 40% increase in antioxidant activity and a substantial 70% improve-

ment in photoprotection [56,57]. This evidence supports its efficacy in enhancing photo-

protection, possibly due to its anti-inflammatory activity, even at relatively low concen-

trations. Rutin notably curtails erythema formation, reinforcing its role in elevating pho-

toprotection. Therefore, rutin emerges as a safe and effective bioactive compound suitable 

for incorporation into multifunctional sunscreens [56,57]. 

Another compound under scrutiny for its photoprotective potential is rosmarinic 

acid (RA). RA, recognized for its antioxidant and anti-inflammatory properties, reduced 

the expression of IL-6, a cytokine implicated in the early response to UVB radiation. RA 

also demonstrated a substantial increase in IL-10 levels when applied immediately after 

irradiation. The topical application of RA emulsion further elucidated its anti-inflamma-

tory efficacy by reducing TNF-α levels [53,56,58]. Evaluation of RA as a photoprotective 

adjuvant ingredient yielded successful results, manifesting an elevation in a sunscreen 

system’s in vivo sun protection factor (SPF) [59,60]. 
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Bilberries (Vaccinium myrtillus), known for their rich content of hydrophilic phenolic 

compounds and flavonoids, have been identified as effective UV absorbers and are com-

mercially utilized in sunscreen products [61,62]. Bilberries exhibit significant anti-inflam-

matory, antioxidant, and anti-DNA-damaging effects. These protective attributes of poly-

phenols are anticipated to contribute to their anti-photocarcinogenic effects, countering 

various biochemical processes induced or mediated by solar UV radiation [63]. 

In addition, UVB irradiation induces multiple signaling pathways in keratinocytes. 

In general, cytokines are considered crucial mediators of the UVB-induced inflammatory 

response [18]. During the fermentation of plant-derived preparations, microbial enzy-

matic machinery degraded long-chain polyphenols to yield small polyphenol com-

pounds, increasing their bioavailability and biofunctionality. Small-chain polyphenols 

like gallic acids, protocatechuic acid, and catechins are more easily absorbed in the diges-

tive tract than long-chain polyphenols [11,14,15]. In this study, we opted to use PEBP, the 

natural ferment of blueberry, and OMP (a mixture mimicking the main polyphenol com-

pounds released after fermentation) in vivo to study the pleiotropic effects of these poly-

phenols and their anti-inflammatory properties in a model of skin UVB-induced inflam-

mation. This study evaluated the effects of topical administration of PEBP and OMP ex-

tracts on UVB-induced inflammation and skin damage in BALB/c mice. To elucidate the 

protective mechanism of PEBP and OMP, we analyzed inflammatory factors and compo-

nents of the NF-κB signaling pathway in the skin tissues of the mice. 

UVB radiation causes a massive infiltration of mast cells in the skin, triggering the inflam-

matory response [47,64,65]. Mast cells play a crucial role in human defense by releasing cyto-

kines such as IL-10, TNF-α, and IL-6 [65,66]. Our study showed that PEBP and OMP signifi-

cantly reduced mast cell infiltration, consistent with several studies demonstrating the role of 

polyphenols in reducing inflammatory mast cells in the skin [64]. This reduction in mast cells 

might be due to the anti-inflammatory effects of polyphenols, achieved by downregulating 

pro-inflammatory cytokines [15]. Thus, PEBP and OMP might regulate the inflammatory re-

sponse to UVB exposure and potentially protect against skin damage. 

We also reported the acute effects of UVB exposure on epidermal thickness and neu-

trophils in the skin. Previous studies have identified epidermal thickness and neutrophil 

induction as notable signs of photodamaged skin [67,68]. Our data demonstrated that 

UVB exposure led to a significant increase in epidermal thickness and the number of neu-

trophil cells. However, treatment with PEBP and OMP protected against the loss of epi-

dermal thickness and reduced the number of neutrophil cells in the skin of BALB/c mice. 

Comparative analysis of non-fermented blueberry juice (NBJ), PEBP, and OMP revealed 

notable differences in the populations of mast cells and neutrophil cells. Specifically, NBJ-

treated mice exhibited higher counts of mast cells and neutrophil cells compared to those 

treated with PEBP and OMP. This difference is attributed to biotransformations induced 

by fermentation and catabolic breakdown, which have been proposed to augment the bi-

oavailability of PEBP and OMP [11,14]. Together, these findings suggested that PEBP and 

OMP might have a protective effect against UVB-induced skin damage, potentially 

through their regulation of inflammatory responses, restoration of skin thickness, and de-

creased skin infiltration of neutrophil cells. 

To further shed light on the mechanisms underlining the protective effects of PEBP 

and OMP against UVB damage, epigenome studies were conducted. Recently, there has 

been a growing interest in prevention as well as therapy using epigenetic modifications. 

Most human diseases include dysregulated microRNA; therefore, altering their expres-

sion provides new opportunities for therapeutic development [69]. Studies have reported 

that abnormal expression of miRNAs is closely related to the initiation of the differentia-

tion process of epithelial cells such as keratinocytes, inflammation, and carcinogens in the 

skin [20,22,70,71]. 

In this study, it was shown that PEBP and OMP stimulated miR-200c and miR-205 

expression. In contrast, topical administration of UVB-exposed mice with PEBP and OMP 

significantly reduced the relative expression levels of miR-155, miR-210, and miR-146a. A 
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study using topical application of baicalin in mice’s skin after UVB showed a significant 

decrease in miR-146a expression [72]. Furthermore, PEBP has been shown to influence 

miRNA expression patterns in breast cancer stemness. In particular, it reduces the expres-

sion of miR-210 both in vitro and in vivo [14,73]. Upregulation of miR-210 and miR-155 is 

involved in distant metastasis and inflammatory pathways by increasing NF-κB activation 

and the pro-inflammatory cytokines TNF-α and IL-6 [24,74]. A study demonstrated that 

topical application of fisetin significantly inhibited UVB-induced hyperplasia and the in-

filtration of inflammatory cytokines such as TNFα, IL-1β, and IL-6 [75]. These markers are 

associated with dysregulation of miR-146a, miR-210, and miR-155 in skin damage and 

melanoma cancer [21,70,76]. Down-regulation of miR-205 and miR-200c has been related 

to inflammation conditions such as some cancer, which is correlated with photocarcino-

gen [74,77]. Korpal et al. found that the miR-200 family impacts EMT and cancer cell mi-

gration by directly targeting E-cadherin through transcriptional repressors ZEB1 and 

ZEB2 [78]. In vitro, studies showed that PEBP could enhance the expression of the tumor 

suppressor miR-200b in skin cancer cells, which may suggest a role for PEBP in regulating 

the growth of skin cancer cells [11]. Furthermore, NF-kB activation is one of the main sig-

naling pathways UVB exposure activates [30,79]. Thus, miR-200c and miR-205 are pivotal 

in regulating melanoma malignancy through interaction with NF-κB [80]. In this study, 

results illustrated the preventive effect of PEBP and OMP by significantly increasing the 

expression of miR-200c and miR-205 while decreasing the expression of miR-210, miR-

146a, and miR-155, leading to regulation of target gene expression after UVB stimulation. 

These miRNAs were predicted to be involved in distant metastasis and inflammatory 

pathways [24,81] and ([82] (p. 25)). According to these results, topical application of PEBP 

and OMP to the skin exposed to UVB led to regulation of miRNA expression. 

Excessive UVB radiation induces skin cells to undergo apoptosis, ultimately leading 

to skin inflammation [83].The NF-κB signaling pathway plays an essential role in the tran-

scriptional regulation of various genes involved in cell growth, survival, proliferation, 

apoptosis, adhesion, migration, carcinogenesis, and inflammation [84]. Studies reported 

that UVB radiation activates NF-κB in BALB/c mouse skin at post-irradiation [28]. NF-κB 

is involved in the transcriptional activation of the expression of COX-2 and the proinflam-

matory cytokines TNF-α, IL-1β, and IL-6 [28,85] and the anti-inflammatory cytokines such 

as IL-10 [86]. These cytokines effectively stimulate neutrophils to migrate to the inflam-

matory site and play a significant role in UVB-induced skin inflammation [65]. Therefore, 

we studied the inflammation panel of the cytokine array and found that PEBP and OMP 

significantly reduced UVB-induced TNF-α, IL-1β, and IL-6 expression levels in mouse 

skin exposed to UVB. In addition, the present study also demonstrates that PEBP and 

OMP inhibited the expression of Cox-2, an inflammatory mediator strongly implicated in 

the process of photocarcinogenesis. Moreover, our data indicate that PEBP and OMP 

markedly inhibit UVB-induced NF-κB/p65 activation through the modulation of inflam-

mation markers. Therefore, these results suggest that PEBP and OMP offer protection 

against UVB-induced inflammation in vivo. 

We also investigated the effects of all treatment groups, with and without UVB expo-

sure, on DNA methylation. DNA methylation is one of the mechanisms in epigenetics that 

has gained a lot of attention due to the convincing evidence showing abnormal methyla-

tion in cancer cells [87]. However, there is limited knowledge about how DNA methyla-

tion changes in correlation with molecular pathways in human skin when exposed to 

harmful external agents such as UV radiation [66,87]. Results showed that there are exten-

sive DNA methylation changes in skin samples when comparing UVB-exposed to non-

exposed skin tissue. These differentially methylated regions (DMRs) were associated with 

genes reported to be involved in different stages of UVB-induced inflammation, including 

Taok1 and Map4k4, which are regulated by the MAPK signaling pathway and the NF-κB 

signaling pathway. These two pathways have a reciprocal relationship, and they can pos-

itively regulate each other [88,89]. Topical application of PEBP prior to UVB irradiation 

might cause the silencing of downstream genes such as Taok1 and Map4k4, leading to 
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blocked activation of the MAPK signaling pathway and subsequent inhibition of NF-kB. 

Preventing UVB-induced hypomethylation of the Taok1 and Map4k4 genes by PEBP may 

contribute to reducing or preventing skin damage from acute UVB exposure. Further-

more, after a topical application of PEBP, the result showed that Ifna2 and Ifnk were hy-

permethylated, which might prevent the activation of the Janus kinase (JAK)—signal 

transducer and activator of transcription (STAT (JAK/STAT)) pathway. Furthermore, IFNs 

are secreted by damaged cells after UVB irradiation, which leads to activation of the 

JAK/STAT pathway through binding to downstream genes such as Ifna2 and Ifnk genes, 

causing inflammation in the skin [90]. On the other hand, the Runx1 and Foxp1 genes were 

found to modulate the effect of the pro-inflammatory cytokine IL-1β, the transcription 

factor TGF-β, and NF-kB. Interestingly, deletion of Foxp1 and Runx1 led to the upregula-

tion of genes linked to inflammasome activation, suggesting their role in regulating the 

immune response to inflammation [91–93]. Therefore, our results showed that PEBP could 

cause hypomethylation of Runx1 and Foxp1, which has been demonstrated to suppress 

inflammation through modulating the activation of the NF-kB pathway [91]. 

Although UVB exposure is the primary trigger of skin cancer, it is unclear if UVB 

exposure might affect the epigenome as cancer progresses. Early studies on human 

keratinocytes using the microarray technique revealed that UVB irradiation does not di-

rectly generate detectable changes in DNA methylation [94]. Conversely, new research 

using sequencing-based techniques in mouse skin cancer models found distinct DNA hy-

permethylation patterns in epidermal skin exposed to UVB and skin cancers caused by 

UVB [95]. Collectively, these studies shed light on how DNA methylation affects UVB-

induced inflammation in skin tissue. It demonstrates the potential contribution of en-

hanced inflammatory cells driven by UVB to the epigenetic alterations observed in the 

skin [96]. Polyphenol preparation plays a role in the crosstalk between UVB and other 

stimuli, signaling through several pathways, such as NF-kB. Our results point towards the 

key genes and pathways that may contribute to the short-term exposure to UVB. 

Overall, this study indicates that PEBP is a highly effective treatment approach for 

preventing photodamage and skin damage after UVB exposure. Therefore, PEBP holds 

great potential for preventing the damaging effects of UVB radiation on the skin. 

Author Contributions: N.A. experimental design, experiments optimization and running, sample 

collection, data analysis, writing and correction of the manuscript; H.Y.-S. contributed to DNA meth-

ylation analysis; R.M. contributed to analysis of the histopathology part; Z.H., F.C. and C.C. contributed 

to the DNA methylation analysis; C.M. designed and supervised the work, data review, and manuscript 

review. All authors have read and agreed to the published version of the manuscript. 

Funding: This study was funded by the Saudi Arabian Cultural Bureau in Canada (SACB). N.A. 

received a representative of the King Salman Scholarships. 

Institutional Review Board Statement: Protocols (HSe-3229) for the animal experiments were ap-

proved by animal care and were carried out at the University of Ottawa under protocol approved 

by the Animal Care Committee (30 June 2022). 

Informed Consent Statement: Not applicable. 

Data Availability Statement: All of the data is contained within the article. 

Acknowledgments: Special thanks to the University of Ottawa library. 

Conflicts of Interest: The author declares that there are no conflicts of interest regarding the publi-

cation of this paper. 

References 

1. Parikh, R.; Sorek, E.; Parikh, S.; Michael, K.; Bikovski, L.; Tshori, S.; Shefer, G.; Mingelgreen, S.; Zornitzki, T.; Knobler, H.; et al. Skin 

exposure to UVB light induces a skin-brain-gonad axis and sexual behavior. Cell Rep. 2021, 36, 109579. 

https://doi.org/10.1016/j.celrep.2021.109579. 

2. Patra, V.; Wagner, K.; Arulampalam, V.; Wolf, P. Skin Microbiome Modulates the Effect of Ultraviolet Radiation on Cellular Response 

and Immune Function. iScience 2019, 15, 211–222. https://doi.org/10.1016/j.isci.2019.04.026. 



Antioxidants 2024, 13, 25 16 of 19 
 

 

3. Amaro-Ortiz, A.; Yan, B.; D’Orazio, J.A. Ultraviolet Radiation, Aging and the Skin: Prevention of Damage by Topical cAMP 

Manipulation. Molecules 2014, 19, 6202–6219. https://doi.org/10.3390/molecules19056202. 

4. Brash, D.E. Sunlight and the onset of skin cancer. Trends Genet. 1997, 13, 410–414. https://doi.org/10.1016/S0168-9525(97)01246-8. 

5. Wilgus, T.A.; Ross, M.S.; Parrett, M.L.; Oberyszyn, T.M. Topical application of a selective cyclooxygenase inhibitor suppresses UVB 

mediated cutaneous inflammation. Prostaglandins Other Lipid Mediat. 2000, 62, 367–384. https://doi.org/10.1016/S0090-6980(00)00089-7. 

6. Katiyar, S.K. UV-induced immune suppression and photocarcinogenesis: Chemoprevention by dietary botanical agents. Cancer Lett. 

2007, 255, 1–11. https://doi.org/10.1016/j.canlet.2007.02.010. 

7. Nita, M.; Grzybowski, A. The Role of the Reactive Oxygen Species and Oxidative Stress in the Pathomechanism of the Age-Related 

Ocular Diseases and Other Pathologies of the Anterior and Posterior Eye Segments in Adults. Oxid. Med. Cell. Longev. 2016, 2016, 

3164734. https://doi.org/10.1155/2016/3164734. 

8. Mintie, C.A.; Musarra, A.K.; Singh, C.K.; Ndiaye, M.A.; Sullivan, R.; Eickhoff, J.C.; Ahmad, N. Protective Effects of Dietary Grape on 

UVB-Mediated Cutaneous Damages and Skin Tumorigenesis in SKH-1 Mice. Cancers 2020, 12, 1751. 

https://doi.org/10.3390/cancers12071751. 

9. Li, Z.; Jiang, R.; Wang, M.; Zhai, L.; Liu, J.; Xu, X.; Sun, L.; Zhao, D. Ginsenosides repair UVB-induced skin barrier damage in BALB/c 

hairless mice and HaCaT keratinocytes. J. Ginseng Res. 2022, 46, 115–125. https://doi.org/10.1016/j.jgr.2021.05.001. 

10. Sharma, P.; Montes de Oca, M.K.; Alkeswani, A.R.; McClees, S.F.; Das, T.; Elmets, C.A.; Afaq, F. Tea polyphenols for the prevention of 

UVB-induced skin cancer. Photodermatol. Photoimmunol. Photomed. 2018, 34, 50–59. https://doi.org/10.1111/phpp.12356. 

11. Alsadi, N.; Mallet, J.-F.; Matar, C. miRNA-200b Signature in the Prevention of Skin Cancer Stem Cells by Polyphenol-enriched 

Blueberry Preparation. J. Cancer Prev. 2021, 26, 162–173. https://doi.org/10.15430/JCP.2021.26.3.162. 

12. Tamaru, E.; Watanabe, M.; Nomura, Y. Dietary immature Citrus unshiu alleviates UVB- induced photoaging by suppressing 

degradation of basement membrane in hairless mice. Heliyon 2020, 6, e04218. https://doi.org/10.1016/j.heliyon.2020.e04218. 

13. Vuong, T.; Mallet, J.-F.; Ouzounova, M.; Rahbar, S.; Hernandez-Vargas, H.; Herceg, Z.; Matar, C. Role of a polyphenol-enriched 

preparation on chemoprevention of mammary carcinoma through cancer stem cells and inflammatory pathways modulation. J. Transl. 

Med. 2016, 14, 13. https://doi.org/10.1186/s12967-016-0770-7. 

14. Mallet, J.-F.; Shahbazi, R.; Alsadi, N.; Saleem, A.; Sobiesiak, A.; Arnason, J.T.; Matar, C. Role of a Mixture of Polyphenol Compounds 

Released after Blueberry Fermentation in Chemoprevention of Mammary Carcinoma: In Vivo Involvement of miR-145. Int. J. Mol. Sci. 

2023, 24, 3677. https://doi.org/10.3390/ijms24043677. 

15. Yahfoufi, N.; Alsadi, N.; Jambi, M.; Matar, C. The Immunomodulatory and Anti-Inflammatory Role of Polyphenols. Nutrients 2018, 

10, E1618. https://doi.org/10.3390/nu10111618. 

16. Malcov-Brog, H.; Alpert, A.; Golan, T.; Parikh, S.; Nordlinger, A.; Netti, F.; Sheinboim, D.; Dror, I.; Thomas, L.; Cosson, C.; et al. UV-

Protection Timer Controls Linkage between Stress and Pigmentation Skin Protection Systems. Mol. Cell 2018, 72, 444–456.e7. 

https://doi.org/10.1016/j.molcel.2018.09.022. 

17. Jones, V.; Katiyar, S.K. Emerging phytochemicals for prevention of melanoma invasion. Cancer Lett. 2013, 335, 251–258. 

https://doi.org/10.1016/j.canlet.2013.02.056. 

18. Kim, S.H.; Yum, H.-W.; Kim, S.H.; Kim, S.-J.; Kim, K.; Kim, C.; Suh, Y.-G.; Surh, Y.-J. Topically Applied Taurine Chloramine Protects 

against UVB-Induced Oxidative Stress and Inflammation in Mouse Skin. Antioxidants 2021, 10, 867. 

https://doi.org/10.3390/antiox10060867. 

19. Afaq, F.; Katiyar, S.K. Polyphenols: Skin Photoprotection and Inhibition of Photocarcinogenesis. Mini Rev. Med. Chem. 2011, 11, 1200–

1215. 

20. Fang, Y.; Chen, L.; Wang, X.; Li, X.; Xiong, W.; Zhang, X.; Zhang, Y.; Han, L.; Cao, K.; Chen, X.; et al. UVB irradiation differential 

regulate miRNAs expression in skin photoaging. An. Bras. Dermatol. 2022, 97, 458–466. https://doi.org/10.1016/j.abd.2022.01.003. 

21. Lorusso, C.; De Summa, S.; Pinto, R.; Danza, K.; Tommasi, S. miRNAs as Key Players in the Management of Cutaneous Melanoma. 

Cells 2020, 9, 415. https://doi.org/10.3390/cells9020415. 

22. Syed, D.N.; Khan, M.I.; Shabbir, M.; Mukhtar, H. MicroRNAs in skin response to UV radiation. Curr. Drug Targets 2013, 14, 1128–1134. 

https://doi.org/10.2174/13894501113149990184. 

23. Loureiro, J.B.; Abrantes, M.; Oliveira, P.A.; Saraiva, L. P53 in skin cancer: From a master player to a privileged target for prevention 

and therapy. Biochim. Biophys. Acta BBA Rev. Cancer 2020, 1874, 188438. https://doi.org/10.1016/j.bbcan.2020.188438. 

24. Tahamtan, A.; Teymoori-Rad, M.; Nakstad, B.; Salimi, V. Anti-Inflammatory MicroRNAs and Their Potential for Inflammatory 

Diseases Treatment. Front. Immunol. 2018, 9, 1377. https://doi.org/10.3389/fimmu.2018.01377. 

25. Luo, Q.; Zeng, J.; Li, W.; Lin, L.; Zhou, X.; Tian, X.; Liu, W.; Zhang, L.; Zhang, X. Silencing of miR-155 suppresses inflammatory 

responses in psoriasis through inflammasome NLRP3 regulation. Int. J. Mol. Med. 2018, 42, 1086–1095. 

https://doi.org/10.3892/ijmm.2018.3677. 

26. Lambert, K.A.; Roff, A.N.; Panganiban, R.P.; Douglas, S.; Ishmael, F.T. MicroRNA-146a is induced by inflammatory stimuli in airway 

epithelial cells and augments the anti-inflammatory effects of glucocorticoids. PLoS ONE 2018, 13, e0205434. 

https://doi.org/10.1371/journal.pone.0205434. 

27. Chan, Y.C.; Banerjee, J.; Choi, S.Y.; Sen, C.K. miR-210: The master hypoxamir. Microcirculation 2012, 19, 215–223. 

https://doi.org/10.1111/j.1549-8719.2011.00154.x. 

28. Ansary, T.M.; Hossain, M.R.; Kamiya, K.; Komine, M.; Ohtsuki, M. Inflammatory Molecules Associated with Ultraviolet Radiation-

Mediated Skin Aging. Int. J. Mol. Sci. 2021, 22, 3974. https://doi.org/10.3390/ijms22083974. 



Antioxidants 2024, 13, 25 17 of 19 
 

 

29. Zhang, T.; Ma, C.; Zhang, Z.; Zhang, H.; Hu, H. NF-κB signaling in inflammation and cancer. MedComm 2021, 2, 618–653. 

https://doi.org/10.1002/mco2.104. 

30. Liu, T.; Zhang, L.; Joo, D.; Sun, S.-C. NF-κB signaling in inflammation. Signal Transduct. Target. Ther. 2017, 2, 17023. 

https://doi.org/10.1038/sigtrans.2017.23. 

31. Nagata, K.; Nishiyama, C. IL-10 in Mast Cell-Mediated Immune Responses: Anti-Inflammatory and Proinflammatory Roles. Int. J. 

Mol. Sci. 2021, 22, 4972. https://doi.org/10.3390/ijms22094972. 

32. Bridge, J.A.; Lee, J.C.; Daud, A.; Wells, J.W.; Bluestone, J.A. Cytokines, Chemokines, and Other Biomarkers of Response for Checkpoint 

Inhibitor Therapy in Skin Cancer. Front. Med. 2018, 5, 351.  

33. Lakshminarasimhan, R.; Liang, G. The Role of DNA Methylation in Cancer. Adv. Exp. Med. Biol. 2016, 945, 151–172. 

https://doi.org/10.1007/978-3-319-43624-1_7. 

34. Nishiyama, A.; Nakanishi, M. Navigating the DNA methylation landscape of cancer. Trends Genet. 2021, 37, 1012–1027. 

https://doi.org/10.1016/j.tig.2021.05.002. 

35. Tomkova, M.; Schuster-Böckler, B. DNA Modifications: Naturally More Error Prone? Trends Genet. 2018, 34, 627–638. 

https://doi.org/10.1016/j.tig.2018.04.005. 

36. Skobowiat, C.; Postlethwaite, A.E.; Slominski, A.T. Skin Exposure to Ultraviolet B Rapidly Activates Systemic Neuroendocrine and 

Immunosuppressive Responses. Photochem. Photobiol. 2017, 93, 1008–1015. https://doi.org/10.1111/php.12642. 

37. Lee, J.W.; Ratnakumar, K.; Hung, K.-F.; Rokunohe, D.; Kawasumi, M. Deciphering UV-induced DNA Damage Responses to Prevent 

and Treat Skin Cancer. Photochem. Photobiol. 2020, 96, 478–499. https://doi.org/10.1111/php.13245. 

38. Melo, C.P.B.; Saito, P.; Vale, D.L.; Rodrigues, C.C.A.; Pinto, I.C.; Martinez, R.M.; Bezerra, J.R.; Baracat, M.M.; Verri, W.A.; Fonseca-

Bazzo, Y.M.; et al. Protective effect of oral treatment with Cordia verbenacea extract against UVB irradiation deleterious effects in the 

skin of hairless mouse. J. Photochem. Photobiol. B 2021, 216, 112151. https://doi.org/10.1016/j.jphotobiol.2021.112151. 

39. Gu, X.; Nylander, E.; Coates, P.J.; Fahraeus, R.; Nylander, K. Correlation between Reversal of DNA Methylation and Clinical 

Symptoms in Psoriatic Epidermis Following Narrow-Band UVB Phototherapy. J. Investig. Dermatol. 2015, 135, 2077–2083. 

https://doi.org/10.1038/jid.2015.128. 

40. Perkins-Veazie, P.; Collins, J.K.; Howard, L. Blueberry fruit response to postharvest application of ultraviolet radiation. Postharvest Biol. 

Technol. 2008, 47, 280–285. https://doi.org/10.1016/j.postharvbio.2007.08.002. 

41. Li, T.; Yamane, H.; Tao, R. Preharvest long-term exposure to UV-B radiation promotes fruit ripening and modifies stage-specific 

anthocyanin metabolism in highbush blueberry. Hortic. Res. 2021, 8, 67. https://doi.org/10.1038/s41438-021-00503-4. 

42. Martin, L.J.; Matar, C. Increase of antioxidant capacity of the lowbush blueberry (Vaccinium angustifolium) during fermentation by a 

novel bacterium from the fruit microflora. J. Sci. Food Agric. 2005, 85, 1477–1484. https://doi.org/10.1002/jsfa.2142. 

43. Matchett, M.D.; MacKinnon, S.L.; Sweeney, M.I.; Gottschall-Pass, K.T.; Hurta, R.A.R. Inhibition of matrix metalloproteinase activity in 

DU145 human prostate cancer cells by flavonoids from lowbush blueberry (Vaccinium angustifolium): Possible roles for protein kinase 

C and mitogen-activated protein-kinase-mediated events. J. Nutr. Biochem. 2006, 17, 117–125. 

https://doi.org/10.1016/j.jnutbio.2005.05.014. 

44. Vicente, A.L.S.A.; Novoloaca, A.; Cahais, V.; Awada, Z.; Cuenin, C.; Spitz, N.; Carvalho, A.L.; Evangelista, A.F.; Crovador, C.S.; Reis, 

R.M.; et al. Cutaneous and acral melanoma cross-OMICs reveals prognostic cancer drivers associated with pathobiology and 

ultraviolet exposure. Nat. Commun. 2022, 13, 4115. https://doi.org/10.1038/s41467-022-31488-w. 

45. Lizzul, P.F.; Aphale, A.; Malaviya, R.; Sun, Y.; Masud, S.; Dombrovskiy, V.; Gottlieb, A.B. Differential Expression of Phosphorylated 

NF-κB/RelA in Normal and Psoriatic Epidermis and Downregulation of NF-κB in Response to Treatment with Etanercept. J. Investig. 

Dermatol. 2005, 124, 1275–1283. https://doi.org/10.1111/j.0022-202X.2005.23735.x. 

46. Moore, L.D.; Le, T.; Fan, G. DNA Methylation and Its Basic Function. Neuropsychopharmacology 2013, 38, 23–38. 

https://doi.org/10.1038/npp.2012.112. 

47. D’Orazio, J.; Jarrett, S.; Amaro-Ortiz, A.; Scott, T. UV Radiation and the Skin. Int. J. Mol. Sci. 2013, 14, 12222–12248. 

https://doi.org/10.3390/ijms140612222. 

48. Tanveer, M.A.; Rashid, H.; Tasduq, S.A. Molecular basis of skin photoaging and therapeutic interventions by plant-derived natural 

product ingredients: A comprehensive review. Heliyon 2023, 9, e13580. https://doi.org/10.1016/j.heliyon.2023.e13580. 

49. D’Archivio, M.; Filesi, C.; Varì, R.; Scazzocchio, B.; Masella, R. Bioavailability of the Polyphenols: Status and Controversies. Int. J. Mol. 

Sci. 2010, 11, 1321–1342. https://doi.org/10.3390/ijms11041321. 

50. Liu, S.; You, L.; Zhao, Y.; Chang, X. Hawthorn Polyphenol Extract Inhibits UVB-Induced Skin Photoaging by Regulating MMP 

Expression and Type I Procollagen Production in Mice. J. Agric. Food Chem. 2018, 66, 8537–8546. https://doi.org/10.1021/acs.jafc.8b02785. 

51. Nichols, J.A.; Katiyar, S.K. Skin photoprotection by natural polyphenols: Anti-inflammatory, anti-oxidant and DNA repair 

mechanisms. Arch. Dermatol. Res. 2010, 302, 71. https://doi.org/10.1007/s00403-009-1001-3. 

52. Filip, G.A.; Postescu, I.D.; Bolfa, P.; Catoi, C.; Muresan, A.; Clichici, S. Inhibition of UVB-induced skin phototoxicity by a grape seed 

extract as modulator of nitrosative stress, ERK/NF-kB signaling pathway and apoptosis, in SKH-1 mice. Food Chem. Toxicol. 2013, 57, 

296–306. https://doi.org/10.1016/j.fct.2013.03.031. 

53. Lembo, S.; Balato, A.; Di Caprio, R.; Cirillo, T.; Giannini, V.; Gasparri, F.; Monfrecola, G. The Modulatory Effect of Ellagic Acid and 

Rosmarinic Acid on Ultraviolet-B-Induced Cytokine/Chemokine Gene Expression in Skin Keratinocyte (HaCaT) Cells. BioMed Res. Int. 

2014, 2014, 346793. https://doi.org/10.1155/2014/346793. 



Antioxidants 2024, 13, 25 18 of 19 
 

 

54. Afaq, F.; Adhami, V.M.; Ahmad, N.; Mukhtar, H. Inhibition of ultraviolet B-mediated activation of nuclear factor κB in normal human 

epidermal keratinocytes by green tea Constituent (-)-epigallocatechin-3-gallate. Oncogene 2003, 22, 1035–1044. 

https://doi.org/10.1038/sj.onc.1206206. 

55. Cho, J.-W.; Park, K.; Kweon, G.R.; Jang, B.-C.; Baek, W.-K.; Suh, M.-H.; Kim, C.-W.; Lee, K.-S.; Suh, S.-I. Curcumin inhibits the 

expression of COX-2 in UVB-irradiated human keratinocytes (HaCaT) by inhibiting activation of AP-1: p38 MAP kinase and JNK as 

potential upstream targets. Exp. Mol. Med. 2005, 37, 186–192. https://doi.org/10.1038/emm.2005.25. 

56. Chavda, V.P.; Acharya, D.; Hala, V.; Daware, S.; Vora, L.K. Sunscreens: A comprehensive review with the application of 

nanotechnology. J. Drug Deliv. Sci. Technol. 2023, 86, 104720. https://doi.org/10.1016/j.jddst.2023.104720. 

57. Tomazelli, L.C.; de Assis Ramos, M.M.; Sauce, R.; Cândido, T.M.; Sarruf, F.D.; de Oliveira Pinto, C.A.S.; de Oliveira, C.A.; Rosado, C.; 

Velasco, M.V.R.; Baby, A.R. SPF enhancement provided by rutin in a multifunctional sunscreen. Int. J. Pharm. 2018, 552, 401–406. 

https://doi.org/10.1016/j.ijpharm.2018.10.015. 

58. Auh, J.-H.; Madhavan, J. Protective effect of a mixture of marigold and rosemary extracts on UV-induced photoaging in mice. Biomed. 

Pharmacother. 2021, 135, 111178. https://doi.org/10.1016/j.biopha.2020.111178. 

59. Gupta, D.; Archoo, S.; Naikoo, S.H.; Abdullah, S.T. Rosmarinic Acid: A Naturally Occurring Plant Based Agent Prevents Impaired 

Mitochondrial Dynamics and Apoptosis in Ultraviolet-B-Irradiated Human Skin Cells. Photochem. Photobiol. 2022, 98, 925–934. 

https://doi.org/10.1111/php.13533. 

60. Cândido, T.M.; Ariede, M.B.; de Oliveira Pinto, C.A.S.; Lima, F.V.; Magalhães, W.V.; Pedro, N.M.E.; Padovani, G.; da Silva Sufi, B.; 

Rijo, P.; Velasco, M.V.R.; et al. Rosmarinic Acid Multifunctional Sunscreen: Comet Assay and In Vivo Establishment of Cutaneous 

Attributes. Cosmetics 2022, 9, 141. https://doi.org/10.3390/cosmetics9060141. 

61. Calò, R.; Marabini, L. Protective effect of Vaccinium myrtillus extract against UVA- and UVB-induced damage in a human 

keratinocyte cell line (HaCaT cells). J. Photochem. Photobiol. B 2014, 132, 27–35. https://doi.org/10.1016/j.jphotobiol.2014.01.013. 

62. Kopystecka, A.; Kozioł, I.; Radomska, D.; Bielawski, K.; Bielawska, A.; Wujec, M. Vaccinium uliginosum and Vaccinium myrtillus—

Two Species—One Used as a Functional Food. Nutrients 2023, 15, 4119. https://doi.org/10.3390/nu15194119. 

63. Zhang, G.; Dai, X. Antiaging effect of anthocyanin extracts from bilberry on natural or UV-treated male Drosophila melanogaster. 

Curr. Res. Food Sci. 2022, 5, 1640–1648. https://doi.org/10.1016/j.crfs.2022.09.015. 

64. Voss, M.; Kotrba, J.; Gaffal, E.; Katsoulis-Dimitriou, K.; Dudeck, A. Mast Cells in the Skin: Defenders of Integrity or Offenders in 

Inflammation? Int. J. Mol. Sci. 2021, 22, 4589. https://doi.org/10.3390/ijms22094589. 

65. Theoharides, T.C.; Alysandratos, K.-D.; Angelidou, A.; Delivanis, D.-A.; Sismanopoulos, N.; Zhang, B.; Asadi, S.; Vasiadi, M.; Weng, 

Z.; Miniati, A.; et al. Mast cells and inflammation. Biochim. Biophys. Acta 2012, 1822, 21–33. https://doi.org/10.1016/j.bbadis.2010.12.014. 

66. Siiskonen, H.; Smorodchenko, A.; Krause, K.; Maurer, M. Ultraviolet radiation and skin mast cells: Effects, mechanisms and relevance 

for skin diseases. Exp. Dermatol. 2018, 27, 3–8. https://doi.org/10.1111/exd.13402. 

67. Adebo, O.A.; Gabriela Medina-Meza, I. Impact of Fermentation on the Phenolic Compounds and Antioxidant Activity of Whole Cereal 

Grains: A Mini Review. Molecules 2020, 25, 927. https://doi.org/10.3390/molecules25040927. 

68. Huang, M.-T.; Liu, Y.; Ramji, D.; Lo, C.-Y.; Ghai, G.; Dushenkov, S.; Ho, C.-T. Inhibitory effects of black tea theaflavin derivatives on 

12-O-tetradecanoylphorbol-13-acetate-induced inflammation and arachidonic acid metabolism in mouse ears. Mol. Nutr. Food Res. 

2006, 50, 115–122. https://doi.org/10.1002/mnfr.200500101. 

69. Chakraborty, C.; Sharma, A.R.; Sharma, G.; Lee, S.-S. The Interplay among miRNAs, Major Cytokines, and Cancer-Related 

Inflammation. Mol. Ther. Nucleic Acids 2020, 20, 606–620. https://doi.org/10.1016/j.omtn.2020.04.002. 

70. Beer, L.; Kalinina, P.; Köcher, M.; Laggner, M.; Jeitler, M.; Abbas Zadeh, S.; Copic, D.; Tschachler, E.; Mildner, M. miR-155 Contributes 

to Normal Keratinocyte Differentiation and Is Upregulated in the Epidermis of Psoriatic Skin Lesions. Int. J. Mol. Sci. 2020, 21, 9288. 

https://doi.org/10.3390/ijms21239288. 

71. Herter, E.K.; Xu Landén, N. Non-Coding RNAs: New Players in Skin Wound Healing. Adv. Wound Care 2017, 6, 93–107. 

https://doi.org/10.1089/wound.2016.0711. 

72. Xu, Y.; Zhou, B.; Wu, D.; Yin, Z.; Luo, D. Baicalin modulates microRNA expression in UVB irradiated mouse skin. J. Biomed. Res. 2012, 

26, 125–134. https://doi.org/10.1016/S1674-8301(12)60022-0. 

73. Mallet, J.-F.; Shahbazi, R.; Alsadi, N.; Matar, C. Polyphenol-Enriched Blueberry Preparation Controls Breast Cancer Stem Cells by 

Targeting FOXO1 and miR-145. Molecules 2021, 26, 4330. https://doi.org/10.3390/molecules26144330. 

74. Syed, D.N.; Lall, R.K.; Mukhtar, H. MicroRNAs and Photocarcinogenesis. Photochem. Photobiol. 2015, 91, 173–187. 

https://doi.org/10.1111/php.12346. 

75. Pal, H.C.; Athar, M.; Elmets, C.A.; Afaq, F. Fisetin inhibits UVB-induced cutaneous inflammation and activation of PI3K/AKT/NFκB 

signaling pathways in SKH-1 hairless mice. Photochem. Photobiol. 2015, 91, 225–234. https://doi.org/10.1111/php.12337. 

76. Xiuli, Y.; Honglin, W. miRNAs Flowing up and down: The Concerto of Psoriasis. Front. Med. 2021, 8, 646796. 

77. Sánchez-Sendra, B.; Martinez-Ciarpaglini, C.; González-Muñoz, J.F.; Murgui, A.; Terrádez, L.; Monteagudo, C. Downregulation of 

intratumoral expression of miR-205, miR-200c and miR-125b in primary human cutaneous melanomas predicts shorter survival. Sci. 

Rep. 2018, 8, 17076. https://doi.org/10.1038/s41598-018-35317-3. 

78. Korpal, M.; Lee, E.S.; Hu, G.; Kang, Y. The miR-200 Family Inhibits Epithelial-Mesenchymal Transition and Cancer Cell Migration by 

Direct Targeting of E-cadherin Transcriptional Repressors ZEB1 and ZEB2. J. Biol. Chem. 2008, 283, 14910–14914. 

https://doi.org/10.1074/jbc.C800074200. 

79. Lewis, D.A.; Spandau, D.F. UVB-Induced Activation of NF-κB is Regulated by the IGF-1R and Dependent on p38 MAPK. J. Investig. 

Dermatol. 2008, 128, 1022–1029. https://doi.org/10.1038/sj.jid.5701127. 



Antioxidants 2024, 13, 25 19 of 19 
 

 

80. Thyagarajan, A.; Shaban, A.; Sahu, R.P. MicroRNA-Directed Cancer Therapies: Implications in Melanoma Intervention. J. Pharmacol. 

Exp. Ther. 2018, 364, 1–12. https://doi.org/10.1124/jpet.117.242636. 

81. Sánchez-Sendra, B.; Serna, E.; Navarro, L.; González-Muñoz, J.F.; Portero, J.; Ramos, A.; Murgui, A.; Monteagudo, C. Transcriptomic 

identification of miR-205 target genes potentially involved in metastasis and survival of cutaneous malignant melanoma. Sci. Rep. 2020, 

10, 4771. https://doi.org/10.1038/s41598-020-61637-4. 

82. Li, J.; Tan, Q.; Yan, M.; Liu, L.; Lin, H.; Zhao, F.; Bao, G.; Kong, H.; Ge, C.; Zhang, F.; et al. miRNA-200c inhibits invasion and metastasis 

of human non-small cell lung cancer by directly targeting ubiquitin specific peptidase 25. Mol. Cancer 2014, 13, 166. 

https://doi.org/10.1186/1476-4598-13-166. 

83. Guo, K.; Liu, R.; Jing, R.; Wang, L.; Li, X.; Zhang, K.; Fu, M.; Ye, J.; Hu, Z.; Zhao, W.; et al. Cryptotanshinone protects skin cells from 

ultraviolet radiation-induced photoaging via its antioxidant effect and by reducing mitochondrial dysfunction and inhibiting 

apoptosis. Front. Pharmacol. 2022, 13, 1036013. 

84. Park, M.H.; Hong, J.T. Roles of NF-κB in Cancer and Inflammatory Diseases and Their Therapeutic Approaches. Cells 2016, 5, 15. 

https://doi.org/10.3390/cells5020015. 

85. Vila-del Sol, V.; Fresno, M. Involvement of TNF and NF-κB in the transcriptional control of cyclooxygenase-2 expression by IFN-

gamma in macrophages. J. Immunol. 2005, 174, 2825–2833. https://doi.org/10.4049/jimmunol.174.5.2825. 

86. Giunta, E.F.; Barra, G.; De Falco, V.; Argenziano, G.; Napolitano, S.; Vitale, P.; Zanaletti, N.; Terminiello, M.; Martinelli, E.; Morgillo, 

F.; et al. Baseline IFN-γ and IL-10 expression in PBMCs could predict response to PD-1 checkpoint inhibitors in advanced melanoma 

patients. Sci. Rep. 2020, 10, 17626. https://doi.org/10.1038/s41598-020-72711-2. 

87. De Oliveira, N.F.P.; de Souza, B.F.; de Castro Coêlho, M. UV Radiation and Its Relation to DNA Methylation in Epidermal Cells: A 

Review. Epigenomes 2020, 4, 23. https://doi.org/10.3390/epigenomes4040023. 

88. Hunter, J.M.; Massingham, L.J.; Manickam, K.; Bartholomew, D.; Williamson, R.K.; Schwab, J.L.; Marhabaie, M.; Siemon, A.; de los 

Reyes, E.; Reshmi, S.C.; et al. Inherited and de novo variants extend the etiology of TAOK1-associated neurodevelopmental disorder. 

Cold Spring Harb. Mol. Case Stud. 2022, 8, a006180. https://doi.org/10.1101/mcs.a006180. 

89. Gao, X.; Gao, C.; Liu, G.; Hu, J. MAP4K4: An emerging therapeutic target in cancer. Cell Biosci. 2016, 6, 56. 

https://doi.org/10.1186/s13578-016-0121-7. 

90. Ivashkiv, L.B.; Donlin, L.T. Regulation of type I interferon responses. Nat. Rev. Immunol. 2014, 14, 36–49. https://doi.org/10.1038/nri3581. 

91. Bellissimo, D.C.; Chen, C.; Zhu, Q.; Bagga, S.; Lee, C.-T.; He, B.; Wertheim, G.B.; Jordan, M.; Tan, K.; Worthen, G.S.; et al. Runx1 

negatively regulates inflammatory cytokine production by neutrophils in response to Toll-like receptor signaling. Blood Adv. 2020, 4, 

1145–1158. https://doi.org/10.1182/bloodadvances.2019000785. 

92. Sangpairoj, K.; Vivithanaporn, P.; Apisawetakan, S.; Chongthammakun, S.; Sobhon, P.; Chaithirayanon, K. RUNX1 Regulates 

Migration, Invasion, and Angiogenesis via p38 MAPK Pathway in Human Glioblastoma. Cell. Mol. Neurobiol. 2017, 37, 1243–1255. 

https://doi.org/10.1007/s10571-016-0456-y. 

93. Kanter, J.E. FOXP1—A gatekeeper of endothelial cell inflammation. Circ. Res. 2019, 125, 606–608. 

https://doi.org/10.1161/CIRCRESAHA.119.315687. 

94. Lahtz, C.; Kim, S.-I.; Bates, S.E.; Li, A.X.; Wu, X.; Pfeifer, G.P. UVB irradiation does not directly induce detectable changes of DNA 

methylation in human keratinocytes. F1000Research 2013, 2, 45. https://doi.org/10.12688/f1000research.2-45.v1. 

95. Yang, Y.; Wu, R.; Sargsyan, D.; Yin, R.; Kuo, H.-C.; Yang, I.; Wang, L.; Cheng, D.; Wang, C.; Li, S.; et al. UVB drives different stages of 

epigenome alterations during progression of skin cancer. Cancer Lett. 2019, 449, 20–30. https://doi.org/10.1016/j.canlet.2019.02.010. 

96. Yang, Y.; Yin, R.; Wu, R.; Ramirez, C.N.; Sargsyan, D.; Li, S.; Wang, L.; Cheng, D.; Wang, C.; Hudlikar, R.; et al. DNA methylome and 

transcriptome alterations and cancer prevention by triterpenoid ursolic acid in UVB-induced skin tumor in mice. Mol. Carcinog. 2019, 

58, 1738–1753. https://doi.org/10.1002/mc.23046. 

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual au-

thor(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to 

people or property resulting from any ideas, methods, instructions or products referred to in the content. 


