
 

 

Figure S1. Gross images of colons extracted from AOM/DSS treated (A) wildtype and 

(B) Prx4 knockout mice. 



 

Figure S2. (A) Bioinformatics analysis of RNA sequencing dataset using Immgen 

shows high expression of Prx4 in peritoneal macrophages and splenic plasma cells of 

6 week old C57BL/6J mice. 



 

Figure S3. Layout of Proteome profiler mouse chemokine (A) and cytokine (B) arrays 

adapted from manufacturer’s datasheet. 



  



 

 

Figure S4. Prx4 knockout colons have lower immune cell infiltration compared to 

wildtype after DSS treatment. (A) Change to initial body weight of DSS-treated or 

untreated (control) wildtype and Prx4 knockout mice. Decreased macrophage 

infiltration in Prx4 knockout colon as indicated by staining of M1 macrophage marker 

CD86 (B and C) and M2 macrophage marker CD163 (D and E). (F and G) IHC staining 

of CD138 indicates lower presence of plasma cells in Prx4 knockout colon. (H and I) 

Comparable naïve B cells infiltration as indicated by staining of CD19. (J and K) Lower 

levels of CD4+ staining was detected in Prx4 knockout compared to Wt. (L and M) 

IHC staining of CD8 shows decreased recruitment of cytotoxic T cells in Prx4KO 

group.  Compared with Wt group, *p<0.05 (Student’s t-test). Bar = 200 μm  

 


