Whole blot supplementary materials
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Figure 3A
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Figure 3C
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Figure 4A
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Figure 5C
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(200 nMm)
(50 pM)

<= Akt

«

< ERK1/2

<= RSK1

Control LY294002
Ang Il - + + - + + (100 nM)
Rh1 - - + - - + (50 pM)
75 kDa
63 kDa — N ——— — | 4= KLF4
S S S S s . | 4= GAPDH
35 kDa




Figure 6C
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Figure 8E
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Figure 9A
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