
Figure S1. Overlay of the structures of PfFNR complexed with 2’5’ADP (accession code 2OK7) 
and PfFNR docked with 2’5’ADP in silico. FAD moiety is shown as yellow-colored stick model, 
and 2’5’ADP in complex structure (pink) and in docked structure (green) are shown as stick 
model. The docking structure obtained with the lowest binding energy (ΔG) is shown.

Figure S2. Overlay of the conformers of DHA docked on PfFNR in silico. FAD moiety (pale blue) 
and DHA (green) are shown as stick model. The DHA conformer obtained with the lowest 
binding energy (ΔG) is shown in a dotted circle.


