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Figure 1. Proliferation of HaCaT and human keratinocytes induced by HDM extract was effectively
suppressed by the treatment of Aptamin C.

Sample ID Sample Group Cel Files
1 CTRL CTRL 210106_13_CTRL_(HuGene-2_0-st).CEL
2 Ve vC 210106_14_VitaminC_(HuGene-2_0-st).CEL
3 AP AP 210106_15_Aptamin_(HuGene-2_0-st).CEL
4 VC_AP VC_AP 210106_16_VitaminC_Aptamin_(HuGene-2_0-st).CEL
5 HDM HDM 210106_17_HDM_(HuGene-2_0-st).CEL
6 HDM_VC HDM_VC 210106_18_HDM_VitaminC_(HuGene-2_0-st).CEL
7 HDM_AP HDM_AP 210106_19_HDM_Aptamin_(HuGene-2_0-st).CEL
8 HDM_VC_AP HDM_VC_AP 210106_20_HDM_VitaminC_Aptamin_(HuGene-2_0-st).CEL
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Figure 2. Gene expression profiling. Table and heatmap displays individual differentially expressed
genes and the table depicts a subset of the largest Log2 fold-change within HDM-induced sample
verses control sample Log: fold-change mean values.



