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Table S1. SNPs from 41 genes in the human genome.

Gene rs Number Chrom Position Genotype 1362-1 (NA10860)
ACY3 rs2252577 chrll 67174613 CC
BACH?2 rs2236181 chr6 90718297 AG
BACH2 rs9451298 chré 90717040 TT
BACH2 rs9353711 chr6 90759159 TT
BACH2 rs9359876 chré 90701504 CC
BACH?2 rs11969265 chré 90739765 CT
BACH?2 rs1065273 chré 90695111 CC
BACH2 rs404256 chré 90714504 TT
BACH2 rs7756942 chr6 90851291 GG
BACH2 rs207259 chré 90872539 AG
BHMT rs651852 chr5 78444816 AA
BHMT rs3733890 chr5 78457715 AG
BHMT rs506500 chr5 78450093 CT
BMP4 1517563 chrl4 53487272 TT
CRISPLD2 rs2326398 chr16 83460218 AG
CRISPLD2 rs4783099 chr16 83498830 CcC
CRISPLD2 rs16974880 chrl6 83500139 TT
DHFR rs1643638 chr5 79966012 CT
EPHA7 rs535926 chré 94164863 AG
EPHA7 rs4707796 chr6 94133139 TT
EPHA7 rs346462 chr6 94061206 AA
EPHA7 rs164532 chr6 94113634 AA
EPHA7 rs164290 chr6 94080416 TT
FAF1 rs11205760 chrl 50946918 CT
FAF1 rs1149795 chrl 50745152 TT
FAF1 rs3827730 chrl 50710436 CT
FAF1 rs2455636 chrl 50616760 GG
FGFR1 rs13317 chr8 38388671 CT
FGFR1 rs6996321 chr8 38441503 GG
FGFR1 rs881301 chr8 38451475 CT
FGFR1 rs10958704 chr8 38447459 GG
FGFR2 rs2981582 chr10 123342307 TT
FGFR2 rs3750817 chr10 123322567 CC
FGFR2 rs10749423 chr10 123395011 TT
FOLR1 rs2071010 chrll 71578612 AG
FOLR2 rs514933 chrll 71607855 AG
FOXE1 rs1443433 chr9 99619040 TT
FOXE1 rs1443432 chr9 99623016 AA
FOXE1 rs10217225 chr9 99636812 CC
FOXE1 rs894673 chr9 99652091 TT
FOXE1 rs3758249 chr9 99653961 GG
FOXE1 rs1867278 chr9 99655770 AA
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Table S2. IRF6 genotypes identified using MENA (CEPH sample 1362-1).

SNP Reference Genotype
rs2073485 G G/A
rs2236907 C C/A
rs2236908 G G/C
rs2236909 A A/G
rs11119346 C C/T
rs11119347 T T/C
rs2069068 G G/T
rs11119348 A A/C
rs596731 G A
rs597673 C C/G
rs3753516 G G/C
rs7536857 T T/C
rs10863792 G G/A




