>GJB2_U
TATTATTAGTATTGATTTTTTTITTGAAAAATTGGCGTTTCGTGGTTATGGGTCGATTTAGGTAGTTTTTGTAGGGA

>GJBZ L
GGGGTTTTGTITTTTTTATGAGTAGATATTTTTTTTTAGATTAAGATTTGGAGTTGGAAAGTAGGTGGTAATCGCG

>HOXA9 U
GGGGGGGAAGTATAGTTATTITAATAAGTTGTCGGCGTTCGCGTTTTTATTGGTCGTGCGCGTTACGTGTTCGTTT

>HOXA9 L
GGTTTTTGTTATAAAAATTATGATTGTAAAATATCGGATTATTAATAGCGTGCGGAGTGATTTACGCGTTATTGT

>MEOX2 U
GGTAGGGTITTTGAAGTTGTTATTTGTTTGGCGGGCGATAGGGTTCGTTGGGGGTAGAGTCGTTTATATATAAGTG

>ME OX2 L
GGGTTTCGGGTAGAATAGGTGATTATAGATATTTTTTTGATGCGATAGGTCGTAGATGGGATATGATTGTTTTTT

>0LIG3_U
GTGTGGCGATTTTGGAGAGTTTGCGTATCGACGGTTTATGCGCGTAGGGTATGATTTCGCGTAGTTCGTTTATGG

>0LIG3_L
ATTTATAGTAGTTGAGGTTGAAGATTAACGGACGCGAACGTAAGCGGATGTACGATTTGAATTTAGTTATGGAC

>PON3 U
GGAATTTCGGATTTTTGTAAGGTTAGACGTGAGGCGATATTGAATTGTTTTCGAGACGCGGGAAGGGCGAAGGT

>PON3 L
ACGAAGGTTAGGAGATAGGTTTTCGTGTTTTAAATTTTGGAGAAGATGAGTTAAAGTTTTTCGTTTCGATTGTTT

>RASSF 1 L
GGATGTGGGGATTTTTTTITTITTAGTATAGTAAAGTTGGTTTTTAGAAATACGGGTATTTTCGCGTGGTGTTTTGC

>TFAPZB U
AGGTTTAATAATTTTTATTTTAAATTGTTTTATTTTTITTCGGTTTTTTTTGGTATTTTTTTTITGTTTTAGGCGTAG

>TFAP2B L
TGTTTITTTTATTTTITTTTTAGGGTGCGGAGAGTTTTTTATAGTCGGAATAGACGTTTAGAAGAGGATTTTTGCGTT

>Lambda(L.516-L517)
AGGAAGAGGATGGTGTAGTAATTAATAAGAAAATATTGGTAGATTACGTTCGTGTTTTATTCGGAGAGGATGAA
TGACGCGATAGGAAGAATTTGTCGTTGTTCGTGCGGTATTGTATGATTTGATGATAGGTAAACGGGTGGTAATA
GTATAGAAAGACGGACGAAGGGTGGAGTTTACGGTTATTTTCGTGTTTGATTTGAAAAAATATATTGTAGAGTT
GGAAGTGTAGATCGGTATGATATAGCGACGTAGGGGATTTGTAGGATTTTATGTATGAAAACGTTTATTATTTTT
ATTTTTTTGGGGTCGGACGGTATGATATCGTTGCGCGAATATGTCGGTTATTACGGCGGTGGTAGCGGATTTGGA

GGGTAGTTGCGGTCGTGGAATTTATCGAGTGAAAGTGTGGATGTAGTTTTGIT

Figure S1. Bisulphite converted amplicon sequences. Methylated cytosines in the context of CpG sites
detected in this study are highlighted in bold and underlined. Primer regions are indicated by a dotted
underline. U, indicates upper or Watson DNA strand. L, indicates lower or Crick DNA strand.



