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Table S1. Primers and qPCR conditions for the determination of fungal and bacterial gene copy

numbers.
Primers gPCR conditions References
gPCR for 15 min at 95 <€, 40 cycles of 30 sat 94 €, 30 s at 52 € and 60 s at 72
total fungi: €. For melting curve: 15 s at 95 <C, 60 s to 60 <C, 95 <C for 30 s and [33]
Fung5 F and final extension of 15 s at 60 <.
FF390 R
toﬁaﬁ;{;ﬁa, 15min at 95 <C, 40 cycles of 30 sat 94 T, 30 s at 50 T and 60 s at 72
" <C. For melting curve: 15 s at 95 <C, 60 s to 60 <C, 95 <C for 30 s and [34]
Ba519 F and fi .
Ba907 R inal extension of 15 s at 60 €.

Table S2. Effect of treatments on metabarcoding (165 rRNA) diversity. Mean values (n=3) + SD.
Probability values from three-way ANOVA (ns: non-significant) for the effects of plant growth,

bioaugmentation, amendment and their interactions are shown below. H’: Shannon’s index; S’

Simpson’s index; ]J': Pielou’s evenness; rR: rarefied richness. Compost: amended with composted

horse manure; Cow slurry: amended with dried cow slurry.

v S’ J rkR
Brassica Non-biocaugmented Control 6.22040.2  0.99240.002  0.74840.02 3800160
Compost 6.26540.2  0.99040.003  0.74540.02 41294211
Cowslurry  6.32040.1  0.993#0.002  0.763#0.01  3672+17
Bioaugmented Control 6.11420.2  0.99240.002  0.737#0.02 35624235
Compost 6.25840.0  0.98940.000  0.74040.00 4133474
Cowslurry  6.34040.2  0.993#0.002  0.76040.01 36924256
Unplanted Non-bioaugmented Control 6.16540.1  0.99240.002  0.74040.02 3799455
Compost 6.22040.2  0.99040.004  0.74140.03 40114244
Cowslurry  6.45940.1  0.99530).000 0.77740.01 38744237
Bioaugmented Control 6.303#0.1  0.99240.001  0.75240.01  3923+137
Compost 6.21540.3  0.99140.003  0.73840.02 40504270
Cowslurry  6.18440.3  0.99040.005  0.743#0.03  3762+198

Plant (P) ns ns ns ns

Bioaugmentation (B) ns ns ns ns

Amendment (A) ns 0.007 0.021 0.000

PxB ns ns ns ns

PxA ns ns ns ns

BxA ns ns ns ns

PxBxA ns ns ns ns




