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Figure S2. GraPhlAn of taxonomic tree of two different compost samples at mesophilic and
thermophilic stage (A) Compost from Harmanli in the thermophilic stage; (B) Compost from
Harmanli in the mesophilic stage; (C) Compost from Yasno pole in the mesophilic stage
(D) Compost from Yasno pole in the thermophilic stage. From the inner to outer circles, the
taxonomic levels range from kingdom to genus. The diameter of nodes indicates the abundance

at different taxonomic levels, and different colors denote different taxonomic clades.



