Table S1. Diversity and goods coverage indices generated by 16S region.

Sample Shannon Simpson chaol goods
name index index index coverage
Al 4.508 0.908 1079.531 0.998
A2 4.667 0.918 877.153 0.999
A3 3.898 0.891 536.734 0.999
Bl 4.266 0911 717.643 0.999
B2 4.316 0.909 762.569 0.999
B3 3.989 0.896 593.327 0.999
C1 2.384 0.629 725.889 0.998
C2 4.034 0.875 649.729 0.999
C3 5.395 0.927 863.944 0.999
D1 3.995 0.877 599.333 0.999
D2 2.222 0.590 417.338 0.999
D3 3.854 0.854 746.887 0.999

Table S2. Diversity and goods coverage indices generated by ITS region.

Sample Shannon Simpson chaol goods
name index index index coverage
Al 3.960 0.848 626.272 0.999
A2 2.981 0.788 448.036 0.999
A3 3.708 0.844 518.474 0.999
Bl 3.489 0.858 413.750 0.999
B2 2.400 0.664 451.800 0.999
B3 2.609 0.726 543.289 0.999
C1 3.465 0.850 245.023 1.000
C2 2.626 0.799 153.000 1.000
C3 3.126 0.826 226.810 1.000
D1 2.742 0.749 166.032 1.000
D2 3.109 0.843 172.111 1.000

D3 2.298 0.709 125.038 1.000




Figure S1. Gel electrophoresis of duplex PCR products for the identification of V. ceranae. Each lane
corresponds to bee sample tested; L: molecular weight marker (100bp); (-): negative control.
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Figure S2. OTU annotation tree construct for group A generated by the 16S bacterial region. Different
taxonomic ranks range inside out. The size of circles stands for abundance of species. Different colors
stand for different phyla. Solid circles stand for the top 40 species in high abundance. Full size constructs
are provided as supplementary material.
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Figure S3. OTU annotation tree construct for group B generated by the 16S bacterial region. Different
taxonomic ranks range inside out. The size of circles stands for abundance of species. Different colors
stand for different phyla. Solid circles stand for the top 40 species in high abundance. Full size constructs
are provided as supplementary material.
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Figure S4. OTU annotation tree construct for group C generated by the 165 bacterial region. Different
taxonomic ranks range inside out. The size of circles stands for abundance of species. Different colors
stand for different phyla. Solid circles stand for the top 40 species in high abundance. Full size constructs
are provided as supplementary material.
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Figure S5. OTU annotation tree construct for group D generated by the 16S bacterial region. Different
taxonomic ranks range inside out. The size of circles stands for abundance of species. Different colors
stand for different phyla. Solid circles stand for the top 40 species in high abundance. Full size constructs
are provided as supplementary material.
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Figure S6. OTU annotation tree construct for group A generated by the ITS fungal region. Different
taxonomic ranks range inside out. The size of circles stands for abundance of species. Different colors

stand for different phyla. Solid circles stand for the top 40 species in high abundance. Full size constructs
are provided as supplementary material.
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Figure S7. OTU annotation tree construct for group B generated by the ITS fungal region. Different
taxonomic ranks range inside out. The size of circles stands for abundance of species. Different colors
stand for different phyla. Solid circles stand for the top 40 species in high abundance. Full size constructs
are provided as supplementary material.
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Figure S8. OTU annotation tree construct for group C generated by the ITS fungal region. Different
taxonomic ranks range inside out. The size of circles stands for abundance of species. Different colors
stand for different phyla. Solid circles stand for the top 40 species in high abundance. Full size constructs

are provided as supplementary material.
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Figure S9. OTU annotation tree construct for group D generated by the ITS fungal region. Different
taxonomic ranks range inside out. The size of circles stands for abundance of species. Different colors
stand for different phyla. Solid circles stand for the top 40 species in high abundance. Full size constructs

are provided as supplementary material.



