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Figure S1. Rarefaction curves for observed Amplicon Sequence Variants (ASVs) in each sample collected in 
winter (suffix W) and summer (suffix S) from the sandstone surfaces of the Northern Pergola at the Museum of 
King John III’s Palace at Wilanow. Saturation curves are presented for bacterial (a) and fungal (b) ASVs, 
respectively. 
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Figure S2. Identified bacteria (a) and fungi (b) at the class level in samples taken from the surface of the of the 
Northern Pergola at the Museum of King John III’s Palace at Wilanow. One additional group was created to 
include the class with unspecified (i.e. ‘p__’) or uncertain (i.e. ‘Unassigned’) taxonomic position assigned 
(Unspecified). 
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Figure S3. Identified bacteria (a) and fungi (b) at the phylum level in winter and summer at each sampling sites 
on the sandstone surfaces of the of the Northern Pergola at the Museum of King John III’s Palace at Wilanow. 
Two additional and artificial groups were created to include the phyla with abundance lower than the threshold 
(Other, below 0.1%) and the ones with unspecified (i.e. ‘p__’) or uncertain (i.e. ‘Unassigned’) taxonomic position 
assigned (Unspecified). 
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Table S1. Summary of reads number changes after each step of processing of V3/V4 16S bacterial rDNA and fungal ITS1 amplicons in each sample collected in winter and summer 
from the sandstone surfaces of the Northern Pergola at the Museum of King John III’s Palace at Wilanow. 

bacterial v3-v4 16S rDNA amplicons 

Sample name 
1 

summer 
1 

winter 
2 

summer 
2 

winter 
3 

summer 
3 

winter 
4 

summer 
4 

winter 
5 

summer 
5 

winter 
6 

summer 
6 

winter 
7 

summer 
7 

winter 
8 

summer 
8  

winter 
In total 

Number of raw read 
pairs 

92446 139475 129856 61835 109520 94749 105180 65592 146576 82484 53972 70455 101177 47296 153396 97830 1 551 839 

Number of filtered and 
denoised read pairs 

58627 117735 91875 48267 74192 74942 65492 44294 107921 67012 35368 53480 67128 33509 110318 78812 1 128 972 

Number of merged read 
pairs 

36568 80775 83056 45064 54876 38568 44505 27741 92817 57226 30591 49096 44067 20615 83577 59205 848 347 

Number of non-chimeric 
amplicons 

32394 66119 66319 29201 45388 32688 40300 25402 73867 50456 26015 43474 37785 18470 64265 45116 697 259 

after removal of 
Chloroplast class and 
mitochondria family 

23755 52057 27038 13825 29664 25088 32095 15531 38816 26559 4549 3547 25783 15725 39330 27549 400 911 

fungal ITS1 amplicons 

Sample name 
1 

summer 
1 

winter 
2 

summer 
2 

winter 
3 

summer 
3 

winter 
4 

summer 
4 

winter 
5 

summer 
5 

winter 
6 

summer 
6 

winter 
7 

summer 
7 

winter 
8 

summer 
8  

winter 
In total 

Number of raw read 
pairs 147880 456423 148539 463907 78359 423174 76540 482616 175914 164508 337290 183465 180431 406825 144709 518466 4 389 046 

Number of filtered and 
denoised read pairs 

94868 326880 94260 291694 43795 284929 45261 332881 108618 80455 178994 108553 118180 295206 98866 427817 2 931 257 

Number of merged read 
pairs 

89706 313376 91911 274217 38292 236693 43768 305788 104686 63877 173167 106463 114228 289096 95207 416032 2 756 507 

Number of non-chimeric 
amplicons 

88523 306170 89664 272244 38292 235077 42213 301043 98847 62003 165114 105235 102244 280111 89441 363991 2 640 212 
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Table S2. Correlation factors between the presence of mosses and lichen crusts and the dominant sequences of 

identified bacterial and fungal taxa in the analyzed samples. 

  
Correlation of 

Spearman's rank order 

Gamma  
correlation 

Kendall's tau 
correlation 

 mosses lichens mosses lichens mosses lichens 

Acetobacteraceae -0.070 -0.360 -0.085 -0.489 -0.059 -0.304 

Acidobacteriaceae -0.136 -0.381 -0.250 -1.000 -0.128 -0.358 

Sphingomonadaceae -0.056 0.063 -0.067 0.083 -0.047 0.053 

Nocardioidaceae -0.056 0.442 -0.071 0.583 -0.048 0.379 

Hymenobacteraceae 0.210 0.063 0.254 0.083 0.178 0.053 

Pseudonocardiaceae 0.366 0.000 0.448 0.000 0.313 0.000 

Methylobacterium 0.268 -0.063 0.333 -0.091 0.230 -0.054 

Roseomonas 0.101 0.209 0.137 0.302 -0.246 0.578 

Truepera -0.284 0.667 -0.370 0.875 0.088 0.183 

Rhinocladiella -0.084 0.282 -0.100 0.375 -0.071 0.237 

Lecania -0.280 0.689 -0.333 0.917 -0.237 0.582 

 

 


