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Figure S1. Similarity of samples, based on the occurrence of antibiotic-resistance genes (ARGs). 

Explanation of samples symbols in Table 1 (S or A at the end of the sample symbols stands for samples 

taken in summer and autumn, respectively). The hierarchical tree of the analyzed samples was 

generated for each research object (A–Region of Silesia (S-WWTP); B–Region of Warmia and Mazury 

(WM-WWTP). The clustering analysis was performed with the Molecular Evolutionary Genetics 

Analysis (MEGA7) software. 
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