Table S1. The identification of an environmental strain of Carnobacterium maltaromaticum bacteria based on 16S rDNA sequence analysis. 
	Results of identification
	16S rDNA genes sequence
	E-value

	Carnobacterium maltaromaticum
	CGCACGAAGTTGAAGAGCTTGCTCTTTAACCAAGTGAGTGGCGGACGGGTGAGTAACACGTGGGTAACCTGCCCATTAGAGGGGGATAACATTCGGAAACGGATGCTAATACCGCATAGTTTCAGGAATCGCATGATTCTTCCAATGGAAAGGTGGCTTCGAAGCTACCACTAATGTTTGATGAGCACCACACGGCCCGCCACTAGCTATGTTCTGGGCCCTTGCAGGTAAGTGGCGCACCAAGGCAATGATACGTAGCCGACCTGAGAGGGTGATCGGCCACACTGGGACCGAAGTACATCCGCCCAGACTCCTACGGGAGGCTAGGCAGTAGGGAATCTTACCGAAATGCACGAAAGTCTGAACCGGAGCAACTGCAACGCGTGAGCGAACAAGGTTTACGGATCGTAAAACTCTGTTGTTAAAGAAGAACAAGCATCGAGAGTAACAGCTCATTCCCCTGTACGGTACTAAACTGCAGAAAGCCACGGCTGGAACGACGTGCCAAACAGTGGCCGTCAGAGTAATACGTCACGGGTGGCAAGCGTTACGACCGTTGATCATTATTGGGCCCAAAGCGAGCAACAGCCCTGAATTCGGTTGTAGAGTGCTGATGCTCGAAAGCCCCCGGCTCAACCGGGGAGGATCAGTGGAAACAGGAGAATCCCTTTCGAGATAGCAGATCTCACCAGGTTCCTACAGTTCTGGACCATTCCAAGAGTAGCGCAACGAAATGCGTAGATATGGTGTACGAGGTGGCGAACACGCCCAGGGGCAGTTAAGGAAACTCAAAGGTCGGTAACTGACGGCATGAGGGGTCCGCCTCACGAATTACGCAATCGACGTCGTGACTTCCCGCCTTTGGGAGGTTGTGAATCGTGAGTAGCAAATGCCGCACCTGATGGTCCCATAGATTAGGACAAACGAGGGGTGCGAAAGCTCGGAGTCGCAGTCAATGTCTGGTCTCTCAGCGGAAGCGGTGACCACAAGGAGGTGTATAGATGCGTAAAGTGGCGATGTGCACCTTAAGGTGAGAGGAGAAGACGTGAGTTCAAGAGGTCAAAGGTTACTGGGAGGGGCCAACTCGGCCCCCGAAAGTGTAGTCTGAATTTCTTGGCGGACG
	1.0


