Table S1. Physiological characteristics of isolated bacteria.

T ture, . .
Taxonomic affiliation empoe éa e pH Maximum salt concentration, %
Strain
NaCl KCl MgSOs NaHCOs Mg(ClOs):
Pseudarthrobacter
KBP.AS.17 oxydans 25.37 7-12 15
KBP.AS.62 Arthrobacter sp. 10-45 4-12 15
KBP.AS.75  Brachybacterium sp. 10-25 6-12 10
Janthinobacterium sp.
KBP.AS.105 2-25 6-12 15 15 <2 <2 <0.5
KBP.AS.160 Arthrobacter sp. 2-45 3-12
Microbacterium
KBP.AS.747 aurantiacum 25-25 3-12
KBP.AS.748  Pseudarthrobacter sp. 25-50 7-11
Brevibacterium
KBP.AS.749 frigoritolerans 25-50 7-11
Planomicrobium
KBP.AS.750 okeanokoites 25-37 7-12
KBP.AS.751 Agrococcus sp. 25-37 7-12
KBP.AS.752 Agrococcus sp. 2-50 7-11
KBP.AS.753 Agrococcus sp. 25-37 7-11
KBP.AS.754 Kocuria sp. 25-50 7-11
Planomicrobium glaciei
KBP.AS.755 25-45 7-11
Leucobacter aridicollis
KBP.AS.756 25-50 7-11
Planomicrobium
KBP.AS.757 okeanokoites 10-50 7-11
KBP.AS.758  Microbacterium sp. 2-45 4-12
KBP.AS.759 Bacillus pumilus 2-45 4-12
KBP.AS.760  Microbacterium sp. 2-37 4-11
KBP.AS.761 Rufibacter sp. 25-25 7-11
KBP.AS.762  Microbacterium sp. 25-37 7-11
KBP.AS.763 Massilia sp. 25-25 7-12
KBP.AS.764 Bacillus sp. 2-50 7-11
Massilia alkalitolerans
KBP.AS.765 2-50 7-11
Pseudarthrobacter sp.
KBP.AS.766 25-50 7-11
KBP.AS.767 Massilia varians 10-37 7-11
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Yellow strain highlight indicates cultures, which are resistant to 70% and more tests.
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