
 
Figure S3. Phylogenetic analysis tree of 16S rRNA genes of the strains isolated from the Mojave Desert soil, 
which were sequenced using 805r primer. The tree was constructed using the Neighbor-Joining method 
with the use of the most closely related sequences from GenBank. The number of taxa—35. The number of 
significant characters—320. The number of bootstrap replicates—500. Confidence values of branching are 
given for cases of 50% and higher. Rhombus indicate strains isolated on the PYG media, triangles—isolated 
on the CM media; green and blue colors indicate strains isolated at 25 and 10°C, respectively. The scale 
under the tree indicates the number of phylogenetical significant changes of nucleotides. 

 

 NR 044308 Kocuria flava
 NR 043899 Kocuria turfanensis
 NR 118222 Kocuria sediminis
 NR 156033 Kocuria oceani

 MK403855 KBP.AS.869 Kocuria sp.
 NR 148833 Arthrobacter echini

 NR 026198 Arthrobacter agilis
 NR 133969 Arthrobacter pityocampae

 MK403790 KBP.AS.62 Arthrobacter sp.
 NR 042708 Microbacterium invictum
 NR 041529 Microbacterium hatanonis
 NR 044933 Microbacterium aurum

 MK403784 KBP.AS.1033 Microbacterium sp.

Actinobacteria

 MK403809 KBP.AS.763 Bacillus sp.
 KX261622 Bacillus pumilus

 KY990920 Bacillus safensis
 NR 148786 Bacillus zhangzhouensis

 MK403775 KBP.AS.1012 Planomicrobium sp.
 NR 113593 Planomicrobium okeanokoites
 LC076757 Planomicrobium stackebrandtii

 MK403802 KBP.AS.757 Planomicrobium sp.
 MK403795 KBP.AS.750 Planomicrobium sp.

 MK403775 Planomicrobium sp.

Firmicutes

 NR 042901 Burkholderia phenoliruptrix
 MK403833 KBP.AS.789 Burkholderia sp.

 NR 118060 Burkholderia fungorum
 NR 116142 Burkholderia fungorum
 KF733462 Burkholderia insulsa
 JN807870 Burkholderia sp.

Proteobacteria

 MK403786 KBP.AS.1044 Pontibacter sp.
 NR 132603 Pontibacter rhizosphera
 NR 126288 Pontibacter diazotrophicus

 NR 116853 Pontibacter salisaro
 NR 152664 Pontibacter virosus
 NR 109478 Pontibacter lucknowensis
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