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LILFHAETVEATLTN-—SVHMHKSYSY—-——— TFLHPWLGKGLLTS—TGNKWRQRRKMLTPTFHFS ILTDFLDVMNEQAAVLVEKLEKQ——AGEG——EFDSFSHITLCALDI ICETAMGKK ITHAQSHY-DSEYVESY
VIVTIDPKLVRE IMCDKS-GH-DKTPS———— HPLGGYLLNGLVNL-QGQKWVDRRKI INPVFHVDKLKKMYGAFSCCCSEL IDRWEKL-LDS| ESVELDVWPELENLTGDIISRSAFGSSYLEGRRI****F*IQL
ILVSCPEGTKEILMSQKYS—KDRFFYKKIFSLFGQRFLGNGLVTSQNHEQWYKQRR IMDPAFSSLYLRGLIGTFNERVERLMTKLSDV—-ADNBT——EAGMLKLVNFLTLDVIAKVAFGVDLDRLKDRSL-—FPEAV
VVIADPDMLRQVMVRD-FSSFINRMTL ————- RFASKPMTDCLLML-RNERWKRVRSILTPSFSAAKMREMVPL INTVTDSLMSNLNVS—AES®E——AFD IHKCEGCETMDV IASVAFGTQVDSQKNHDD-PFVRHA

——PIDVKQFMAPYSLDVVTSASFGIEANAMNNHDD-PLN@HL
LAVMDPDMLKT ILVKECFTYFTINRRNI ——===RLN-GDLYDSVSTV-EDDHWRRIRNVLTPSFTSGHIKEMFRIMKHLSSKLTASLQSK-AQNNE—VVTIKDYFGAYSVDLMASCAFGVDMDL INNHSS—PIV§HA
LATMDTAMIKS ILVKECYSNFTINRRDF————-GLN-GALRDAITVN-EDEEWKRIRSILSPSFTSGRLKEMY S IMLQHSSNL IKSLHKK-AEABE-—VVDVKDIFGPYSMDVVTSTAFSVDIDS INNHSD-PFVEN I
LCITDPAMIKTILIKECYSLETINRRNF————— RLN-GQLYDAVSIA-EDDQWKRIRSVLSPSFTSGRLKEMFD IMKHHSANL TSSMKKK-ADKGE-—PLELKEFFGPYSMDVVTSTAFSVD IDSLNNHSD-PFVENT
VRLFHPDYVKPLLMAPAST TMKDELTY————- GHLRPWLGQSLLLS-NGEEWSRRRRLLTPAFHFDILKTYVAKENTSTNTLHDNWRHAVAEGBA-—ALEMFDHVTLMTLDSLLRCAFSYDSNCQRST-—SEYVEAL
LNTHHPDYVKTVWTS——-SEPKDRVAY————SFIEAWIGEGLLVS-KGQKWFRHRRLLTPGFHYEVLKPYVDLMSDSTVTMLDKWERY -AKSHE—SFELFEHVSLMTLDS TLKCAFSDDSHCQTESGTNAY I §AV

LMVADPEITKTVLVKECFSVEFINRRDN————— PAA-GPLADATTAV-KDERWKRMRSTLSPCFTSGRMKQIFPIVARYADRLTENLGG——T

C-Helix region

RQIEDLTIEFSGEPLFKLWIGPHP-F
CGGKLCYLWLGTEP-I
TTHDRF-LEWAE——KYGPVCRQNFLHEV—-V
NDLIK-—THGRVCGYYLGR@P-V
RECQA——KYGDVWGTFDAREP-V
QQCAK——KYGKVWGMYEFREP-M
TECYE—KYGKVWGIYDGRE@P-V
EDCSK——KYGRVWGIFDG

QVD-DLVQ—KYTHSCSWFLGP@YHL
RVV-KWGK——HDPYAFP IWFGP@VCF
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SDIVSRRQRTPWEWPDFVYMCFGE—————— GREHDRTLKVLHSFTHKVIQEKAASVS-AGDPDSDSEQCAKKRPAFL DMLLK TTYDDGSRMSH
EQVELLIQAVRSIYIPGLKF@PTR———— NNRRRKEIDSEVCDLLRGI TKKREQS IA————TNPASTSSSASHDDLLGFLMDS NSNQETTGITT
CLKGMVFSV———— RD VNPKNRPFIKEV-—REACRLLRTTGAQWIKDRKTAME———————— GODVPNDILTQITKTSVK EESMTEEDE
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—KKMLKFDFFSPIFL———1VRFFPFLGPVMEKMEFSFFPKSVTDFFYAALQKIKSNRVH-———————— E QLMIDSQKNSD—-L SKEESNKGLSD
LSERI TERRHKTLHHWDWF YWKTEQ—————— GRRFRKALGIVHSFTREVVQKRRAL INQQTKSDADLTRA DILLL SKDADGRGLTD
LSYLINLRFRTFPYHSDLIFMLSPH-—————— GFRFRKARKVAHSHTEEVIRKRKEALKGVNRPDG——IR DILLS ARDENQQGLSD
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DEMIGECKLFYFAGQETTSVLLNWTLVVLSMYPNWQHLARQEVLQVCGRKQ———PMFSDMNQLKIVTMILYEVLRL
S LMLDNFVTFF TAGHETTANQLAFCIMELTRRPDILEKMKKEVDDVVGMKQ—DI§YDDLGKLIYLSQVLKETL

DEIVGQAFVFLLAGYETSSNILAFTCYLLAINPECQRKVQREVDEFFSRHE-—SPRY TNVQELKYLDMV ISETLRL
HETLSQALIFIFGGYETTSTILTFLLYNLAINPDAMRTLQEEIDANTPRDA——PLRYEDVVGLQYLDQVLLESQRL
IEILTQATMEMVAGYETSATILAFLAYNLARNPEVMKRLQEE IDATFPDKG——AVRYEELVQMEYLDSVVNESLRL
SETLSQAMIFIFAGYETSSGITLGFLAYNLATHPDIQKTLQEE IDETFPNKA——RP@YDALMQMEYLDMVLNESMRL
HEILSQAMIFLFAGYETSSSSLTFLAYNLATNPDIMKRLQEEVDSTFPNKG——PVEYQALMQMEYLDSV INESLRL
SEVQAEANTFMFAGHDTTASATCWTLYNLARHEHYQEKCRQEVMDLMQGRDRHK TWEDLSNLPFTTMCIRESLRL
SDLRAEVDTFMFEGHDTTASBLSFILYSLACQPEHQRLCREETLRTLDGRD—TLEWEDLGKIPYTTMCIKESLRL

H I-Helix region | J K-Helix region
AGRPPYAYIPFSAGLRNCIGQRFALMEEKVVLAATLRNFNIEACQK————— REELR ENGIWIKLEKRKRQT -
ATKNKMIFFPEGAGSRTCIGQSFAMTEAKLGLAMILQRFKFELSPSYLH——————— A
—PKPYFCYYPFALGPRACLGKNFAQMEAKVFMAKL IQRFEFNLLPGQTF—————- D KSGVVCSVRHR————————————

ASRHPFVYLPFGAGPRNCVGMRLAQLE TKMALVRLFHRFSIVACSETKV————— PLE
EEVNPYAYMPFGLGPRNCVGMRYALLTMKAVLVRLLQSYNVETCKDTMI ————- PLE
PSINPYTYLPFGMGPRNCLGMRFALVLVKLALVEVLQHYSFSVCAETE] ———— PLT
DSIDPYSYLPFGAGPRNCIGMRFALLMMKLSMVEILQSFSFVTCKETQI———— PLE
DTIDPYTYMPFGAGPRNCIGMRFALVMMKLAMVETLQRFSFSVCKETET ———— PLE
ADRPSHAF IPFSSGPRNCIGQKFALAQLRVVVALTLLRFRLTPGENPDPGTRSGGVR
SKRSPHAFVPESAGPRNCIGQTFAMNELKVATALTLKRYQLIEDPTQRP——————— K

Heme-binding region K L

KRPIKLKLVSR—————————————

RDIQEEVDTFMFRGHDTTAARMNWAVHLLGSHPEAHSKVQQELQEVFGSSD-RPVEMEDLKKLKYLECV IKEALRL V.A,,uuulGEDCHI*NGFKVPKGANAIIVTYAVHRDP.YFPE—PDAFRPERFLPEN*S
HHAMNI-GGYSFPSGMEFRLPILTMHHDPBLWGDDVKEFKPERFSQGISK
LEDIVI-DGIHIPGGVTCFFSSYVCGRMDEFFKD-PLTFDPDREFHPDA——
DQDCVL-NGQFLPKGATLEIPAGFLHYDPEHWTE-PERFIPERFTPEA-K
KKTTQV-HGLTIPKGTLVGIPVNLLHTDPRFWSS—-PQLFRPERFSKEG-G
KKTVEI-RGITIPKDMIVVIPVYALHRDPRLWPE-PEEFRPERFSKQN-K
KSSVEI-EGVTIPKGTVVMIPVYTLHREPELWPE-PDAFKPERFSKEN-K
KATVEI-NGIVIPKGMVVMVPTWPLHRDPRLWPE-PEAFKPERESKEN-K
TRDMALPGHRTVPAGAICLVSIYGTHHNPEVWTD-PHEFENPERFDPAR-S
TKPMTFFDGRTLEAGCLVGTSVFGIHRNABVWEN-PNVFDPLRFLPEN-V

PERF motif region



