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Figure S1. Anti-SS antibody titres in the different dose somatostatin. Data
areexpressed as mean =SEM. Different letters between groups represented significant
differences.
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Figure S2. The somatostatin vaccination changing the hormone levels of serum in
goats. A. Linear regression analysis of the concentration of growth hormone (GH) in
serum of goats with different dose vaccine; B. Linear regression analysis of the
concentration of somatostatin (SS) in serum of goats with different dose vaccine; C.
The GH concentration of serum among three groups at week 4, 8,16 and 20; D. The
SS concentration of serum among three groups at week 4, 8,16 and 20. C_SS: control
group; L_SS: low dose group; H_SS: high dose group; Significance was tested using
independent one-way Anova or T-test. Asterisks denote significant p values: NS. P >
0.05, *P <0.05, **P <0.01, n = 5/group.
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Figure S3. The correlation between alpha diversity indices and specific bacterial
taxa. Asterisks denote significant p values: NS. P> 0.05, *P < 0.05, **P < 0.01,

kP <0.001.



. norank
Peplosireptococcaceac Ruminococcaccac
unclassificd_Bacteroidales
Ruminococcaceae norank
Ao Veilloncllaccac
i norank . Lachnospiraceae
Ruminococcaceae 100 10000 J
Lachnospiraccac unclassificd_Bactcroidales
I.achnospiraceae
Clostridiales_Incertac_Scdis_XIT unclassificd_Clostridiales
Prevotellaccae
Bifidobacteriaceae Peptostreptococcaceae
unclassificd_Clostridiales
unclassified_Clostridiales . Rikenellaceae
Porphyromonadaceae
. unclassificd_Bacteroidales Clostridiales_Incertac_Sedis_XIII
75- - Clostridiales_Incertae_Sedis_X111
75+ Prevotellaceac 7500 - Prevotellaceac
Peptostreptococcaceac
Bdellovibrionaceae Verrucomicrobiaceae
5 Bdcllovibrionaccac
3 =] lubacteriaceae z I:l Veillonellaceae
Unclassified 5 2
D Unclassificd = Bdcllovibrionaccac
Acidaminococcaceae £
- :e'f Veillonellaccac : Coriobacteriaccac
5 - Rikenellaceae s =
:5: 50 - = Clostridiacese 1 E Unclassified
c Planctomycctlaccac 2 50- 3 5000-
§ g Rikenellaceae = Porphyromonadaceae
g Verrucomicrobiaceae 3 g
2 = Victivallaceae _% D Victivallaceae
2 j Victivallaceae El z
5 L] Comamonadaceae ] I:I Acidaminococcaceae
Z Desulfovibrionaccac 2 Bl
= 2 Porphyromonadaceae k Clostridiaccac_1
& Bifidobacteriaceac 3 2
Coriobacteriaceac - Bacleroidaceae
25- 25- Chitinophagaceac 2500 - Synergistaceae
. Mycoplasmataceae
Verrucomicrobiaceae . Bitidobacteriaceae
Coriobacleriaccac
! Acidaminococcaceae Comamonadaccac
unclassificd Sclenomonadales
Burkholderiaccac Spirochactaccac
Bradyrhizobiaceae
Bacleroidaceac I'ubacteriaceae
. Bacteroidaceae
Mycoplasmataceae . Bradyrhizobiaceae
0- Comamonadaccac 0-
0- . Bradyrhizobiaceae Chitinophagaccac
i ' i Eubacleriaceac
C_ss L_SS H_SS ' ' ' Acclobacteraccac p P p Mycoplasmataceac
- Burkholderiaceae C_ss L_Sss H_SS c_ss Lss H_SS e
Synergistaccac Desulfovibrionaceae
|:| Others
Others. Others

Figure S4. The profile of dominant family in rumen (A), ileum (B) and cecum (C) of goat vaccinates different dose somatostatin. C_SS:
control group; L_SS: low dose group; H SS: high dose group.



