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Supplement Figures: 
 
Figure S1 
The top 20 enriched KEGG pathway terms for the differentially expressed genes of IPEC-J2 under Salmonella vs 
LPS. 
Figure S2 
The expressed of AQP8 in different tissue of human and pig. 

 
Figure S1. The top 20 enriched KEGG pathway terms of up-regulated genes (A) and down-regulated genes (B) in 
IPEC-J2 under Salmonella vs LPS. 
 



 

Figure S2 
The expression of AQP8 in different tissue of human and pig. (A) the expression of AQP8 in different tissue of human 
based on Human Protein Atlas database. (B) The mRNA expression of AQP8 in different tissue of pig by RT-qPCR 
analysis. 


