Transcriptome profiling reveals important regulation genes and pathway signals in IPEC-J2 Cells of pigs

mediated by Salmonella Enterica
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Supplement Figures:

Figure S1

The top 20 enriched KEGG pathway terms for the differentially expressed genes of IPEC-J2 under Salmonella vs

LPS.
Figure S2

The expressed of AQPS in different tissue of human and pig.

A

Up-regulated KEGG Pathways

Salmonella infection

Chemical carcinogenesis - reactive oxygen species
Lipid and atherosclerosis

Human T-cell leukemia virus 1 infection

Diabetic cardiomyopathy

I ion of actin cy 1

Endocytosis

Proteoglycans in cancer

Phagosome

Efferocytosis

FoxO signaling pathway

PD-L1 expression and PD-1 checkpoint pathway in cancer
T cell receptor signaling pathway
Th1 and Th2 cell differentiation
Prostate cancer

Colorectal cancer

Primary immunodeficiency
Endometrial cancer
Legionellosis

Thyroid cancer

H+———9
)

8 12 16
Gene Number

Count
« 50
e 75
e 10.0
® 125
@ 150
@ 17.

Pvalue
0.05
0.04
0.03
0.02
0.01
0.00

B Down-regulated KEGG Pathways

Neuroactive ligand-receptor interaction
cAMP signaling pathway

Human papillomavirus infection

Focal adhesion

Insulin secretion

ECM-receptor interaction

Protein processing in endoplasmic reticulum
Cell adhesion molecules

Complement and coagulation cascades
Amoebiasis

Cholinergic synapse

DNA replication

Gastric acid secretion

Cardiac muscle contraction

phy aureus ir
Aldosterone synthesis and secretion
Pancreatic secretion
Renin secretion
Carbohydrate digestion and absorption

Maturity onset diabetes of the young

[ ]
L]
L J
L]
L]
[ ]
°
L ]
L ]
L ]
[
[ ]
[}
[}
[ ]
(]
.
L ]
5 10
Gene Number

Figure S1. The top 20 enriched KEGG pathway terms of up-regulated genes (A) and down-regulated genes (B) in

IPEC-J2 under Salmonella vs LPS.
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Figure S2

The expression of AQPS in different tissue of human and pig. (A) the expression of AQPS in different tissue of human
based on Human Protein Atlas database. (B) The mRNA expression of 4QP8 in different tissue of pig by RT-qPCR

analysis.



