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Figure S1. The SNPs identifying the promoter I region in the Najdi sheep ACACα gene as 

follows: A: 4412G>A; B:4441T>A, C: 4485C>G; D: 44507T>C. 
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Figure S2. The SNPs identification of promoter III region in the Najdi sheep ACACα gene 

as follows: A:1007T>G; B:1014C>T, C:1168A>G; D:1331G>T; E:1339C>G; F:1431C>T. 
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Figure S3. The SNPs identification of the exon 53 region in Najdi sheep ACACα gene as 

follows: A:6627G>C; B:6668C>T, C:6855T>C; D:6860G>C; E:(6894T>C and 6898C>T); 

F:6977C>G. 
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Figure S4. The SNPs identification of the exon 53 region in the Najdi sheep ACACα gene as 

follows: A:6989T>C; B:7029G>T, C:7031C>T. 
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