Supplementary Table S1. Primer used for gPCR analysis

GenBank
’_ 1 0O, 0,
Gene Sequence 5' -3 T™ (°C) % E code/reference
GCAGCCATCCATTTAGAGGGTGAA
tnfa Forward 60 100 DQ787157.1
Reverse | CTAAACGAAGCCTGGCTGTAAACG
th3 Forward (UG 1NN AL 67V 16 CIEIE s UL 60 99.5 |NM 001124578.1
Reverse GCCTTTGAAGGTGGTGTTGT -
tr9 Forward GGACAACCTGGCGTACCTTA 60 102.38 [NM 001129991.2
Reverse CCCATGCCTCTCATTAGGAA -
il-18 Forward CCCCATTGAGACTAAAGCCA 60 109.8 | XM _014170479.2
Reverse GCAACCTCCTCTAGGTGCAG -
il-8 Forward GCCCTCCTGACCATTACTGA 60 101.83 | NM_001140710.3
Reverse AAATCTCCTGACCGCTGTTG
hepoidin Forward | GAAGGCCTTTAGTGTTGCAGTGGT o 03 AFS42965.1
Reverse | GTTGATGTTCCCCAACTGGACTGT
el Forward | AATCAGAGTGACCTGGTTGAG 6 1o AJ439070.1
Reverse GTGGGAGAGGATCTGGTAGTA
e Forward CAACGCCACAGGCAGTCA ‘0 o INSE1338.1
Reverse | CGGTACTCATTCTGAGCTGTGTTAC
TGGATGTCGAGAAGGGCAA
becnl Forward 60 104.6 [15]
Reverse ATGAACTTGAGCGCCTTGG
atg Forward TGGGCAATCTGGTGTTCCTC ‘0 9 1 (1]
Reverse TGCACGTTTGTACTTGGGGT
CTTCAACCCCACAACAGCCTA
atgl? Forward 60 102.4 [15]
Reverse TCCTCCCTTTCTCTACCGACC
Forward| AGCCCCCAAAGCAAGGATAG
iy Reverse CGCAGGTGGATTCGTTTTCG al 22 [15]
Forward| ATTTCCCAGAGCGTGACCTG
aigs Reverse | TGTCGTTGATGACCTGGCTC 60 9443 [15]
Forward| GCTGCGATGTGGACAGATGAT
e Reverse | AAGGAAGGCGTTGAGGATACC . 2o [15]
Forward| CAGCACCCCAACAAGATCCC
fe3 Reverse GCGCCTCCTGATGATTTTGA 60 95.23 [13]
Forward | ACGACATCACAAACGAGGAG
iebie Reverse | CCTGACAGAGCGATGACAAT EL 2Rl L DISITERED2
Forward| TGACATCACCAACACAGATACA
rabse Reverse TTCCCTGCCAGTGCAATAA 00 92.46 | XM _014192873.2
Forward| TAAGAAGGTGCTGCTGAAGG
. Reverse |  GGCCTTGTACTGGTTACTGAA 60 9330 | XM_014128290.2
Forward | TGGGAACCAGAGATGATGAATAC
rablla Reverse | GTGAAACGAGAGAGCAGGTT 60 96.05 | XM_014127757.2
. Forward| CCCATCTACGAGGGTTACGC
beta actin i T CCTGOTTGOTGATCCAC 62 100.5 | XM _014194536.2
of I Forward| CCCCTCCAGGACGTTTACAAA s 104.6% | NMOO1123629.1

Reverse

CACACGGCCCACAGGTACA




