Supplementary Figure S1.

Density distribution of circRNA on QE and HE chromosomes.
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Supplementary Figure S2.  Top 5 family statistics of TF predictions for the three genes.



5 ®
bta-miR-15b @ .
novel_@k_oo1e6Pvelcirc 0027412
(] novel_cire. @428
P W3 circ_0006200 ) novel_circ_0017944
@ ®  fiove!_irc-OR§GaBR:_ 0035680 Dl oita_gONTe30 )
novel_ci oozmez- novel_circ_0013088
Py St novel gy 0035852 ® ®
. novel_ciré.-0039296. novel_circ_0000136 ® ® I_circ_A006385c_00053&5
I_cir 49
. ) ® . L novel_cire 0030404 @
bta-miR-424-5p ot cec o0aioar povel_ciy 0037 @ novel_dirc_0012515 nolel gic 0026705
® ‘novel_circ_0008041
® b iR-135 . novel_circ_0034095
® oLt OTIE e gotes ta-miR-135a °
s ® novel_circ_0036658 PP— novel_195 novel_circ_0017649
novel_irc_DBydlsic_0039781 novel_Girc_0032772 T e S ®
° nove i @0%0045 @ @ roveiowc o
novel Lcirc_0007086 @ novel_circ_0014401 novel_circ_Q00R%dre_oozes39
® . ® r.m_Om‘BiE ° ®
[ ] [’
novel gae 0037762 " dirn_ 002677 " 5 wel_circ_00057¢
ove! gyt \ Wiio i ,mc_uws}x%w 00026773 bta-miR-29h rovecic_t00ss4s novel_circ_0005796
novel_cire_oo40260a@r-miR-432 @
® bta-miR-3120 "owl.cre_ooussss PY &
novelgge 0007565 ® novel gNT07224 - fovel_crc_0033222
® — rovecre Msase ] ®
novel 0040341 O e birc_00269% . S ®
‘ovei_circ_oote1vel_cie_o0110f L] novel @, 0003851 e b iR-15148 0010288
o & prony b Sl M ta-miR-1516p
@
o 30
novet_aire_ DB 61C-008e novel_crc_0027166
fovel_cre_0021408 ® [
ovel-cr ARk 0012522 ® novel_circ_0011620 fiovel ke, DORETI
Hovel_circ_0000458 @ ® ®
. novel_circ_0ABAOC_0004427
ovel_circ_0019713
oar-miR-125b
® [ ]
1_circ_0011939 navel_circ_0031403 .’
e, S bta-miR-125a
novel_tirc_0008713 ®

nov@ e (@ a7 rovel G502

novel_ciRp 8468630017655

Supplementary Figure S3. The top 10 miRNAs with the most nodes in the circRNA-miRNA regulatory

network. red circles represent miRNAs and dark blue circles represent miRNAs.
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Supplementary Figure S4. KEGG enrichment analysis of DEmiRNA target DEmRNAs.



novel_circ_0040512 5'-UAU. .UUGAC UUACC. .UAU-3"'

oar-miR-125b 3'-CCG. .AAUUU GUGUU. .CGC-5"
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Supplementary Figure S5.  Novel-circ-0040512 sponge oar-miR-125b in sheep ovarian granulosa
cells. (A) Predicted circRNA shear site and oar-miR-125b complementary binding site. (B) Predicted

distribution of novel-circ-0040512 in cells.



