
Supplementary Materials: 

Table S1: The 3,739 DEPs generated from the DIA proteomics sequence database. 

Table S2: qRT-qPCR primer sequences. 

Table S3: The 1,205 candidate DEPs related to sulfur metabolism identified from 988 GO terms. 

Table S4: The 220 candidate DEPs related to sulfur metabolism identified from 67 pathways. 


