Supplementary Figure S1 Relative abundance of bacterial communities at (A) phylum- and (B) class
level in the microbiota of fecal samples collected from ponies at different time points after exposure to
air. The phylum of Bacteroidetes decreased in relative abundance at t=12h and t=24h compared to t=0,
while Firmicutes increased. At class level Bacilli increased after 12h of air exposure.
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Supplementary Figure S2. Relative abundance of most abundant phyla and classes in the fecal microbiota of 79 horses and ponies in the Netherlands. (A)

61 equids at farm I and 18 equids at farm II - phylum level (B) 61 equids at farm II and 18 equids at farm II — class level
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