[bookmark: _GoBack]Table S2 Abundance of microbiota in negative controls, fetus rumen (FR) and cecum content (FC) in genus level. 1 the relative abundance of microbiota in FR or FC groups was >1%, while in negative controls was <1%.

	Genus
	Relative abundance (%)

	
	NC
	FR
	FC

	Unclassified_Burkholderiales
	13.12
	19.88
	18.17

	Unclassified_Comamonadaceae
	8.75
	32.08
	29.83

	Ralstonia1
	0.03
	0.01
	15.61

	Prevotella1
	0.65
	3.95
	2.16

	Unclassified_Clostridiales
	2.28
	2.89
	2.26

	Acinetobacter
	9.42
	10.96
	2.77

	Ochrobactrum
	8.1
	3.87
	1.85

	Unclassified_S24-7
	4.42
	0.44
	0.15

	Sphingomonas
	4.28
	2.67
	0.18

	Deinococcus
	4.24
	2.47
	0.04

	Methylobacterium
	3.04
	2.12
	0.07

	Chryseobacterium
	1.42
	1.98
	0.08

	Paucibacter
	1.63
	1.01
	1.86

	Thermus
	2.58
	0.8
	0.2

	Unclassified_Caulobacteraceae
	2.31
	1.44
	0.15

	Lactobacillus
	1.06
	1.31
	1

	Unclassified_Methylobacteriaceae
	2.6
	1.79
	0.05

	Methylibium1
	0.7
	0.76
	2.63

	Enterobacteriaceae;g__Serratia
	1.44
	0.99
	0.13

	Unclassified_Sphingomonadaceae
	1.53
	1.1
	0.03

	Leadbetterella
	2.97
	0
	0

	Unclassified_Ruminococcaceae1
	0
	3.67%
	1.85%

	Unclassified_Bacteroidales1
	0.02
	2.16%
	1.15%



