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Figure S1. Sequence alignment of ITS-2 sequences showing positions of discriminatory primers 

resulting in specific PCR products differing in length by 50bp.  
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Figure S2. PCR of extracted nematode DNA with CS/CV multiplexed primer set illustrating specific 

amplification. 

PCRs produced expected bands: 157 bp for C. striatum (CS), 207 bp for C. vulpis (CV) and no 

product amplified for other nematode species tested. Gel 1 shows PCR of DNA extracts from 

Crenosoma striatum (CS) (hedgehog) Crenosoma vulpis (CV) (fox), Angiostrongylus vasorum (AV) (fox), 

and Aelurostrongylus abstrusus (AA) (cat) (kindly donated by S. Morelli). Gel 2 shows PCR of DNA 

extracts from Eucoleus aerophilus (Capillaria aerophila) (EA) (fox). PCRs included a positive control 

mixture of DNA from Crenosoma striatum and Crenosoma vulpis and negative H20 controls. All DNA 

was isolated from morphologically identified adult lungworms and validated for PCR with universal 

primers before testing. 

 


