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Table S1. Analysis of DNA polymorphisms and synonymous or nonsynonymous sites of 

ChamoisRV/IT2014 and selected respirovirus sequences from Genbank reported in table 1. 

ChamoisRV/IT2014  

Gene Region  
S1 π2 

Syn Dif  

Min–Max 

Range3 

NSynDif  

Min–Max  

Range4 

NSyn fraction  

Min–Max  

Range5 

Nucleoprotein (N)  621 0.20724 221.00–241.50 74.00–137.67 0.0645–0.1248 

Phosphoprotein (P)  869 0.26150 158.83–195.58 234.17–325.42 0.2025–0.2984 

Matrix protein (M)  406 0.20069 153.00–173.83 33.00–57.33 0.0420–0.0748 

Fusion protein (F)  740 0.23354 236.00–270.17 105.00–184.83 0.0892–0.1654 

Hemagglutinin/neurami

nidase (HN)  
847 0.25515 261.67–283.67 126.33–243.67 0.1023–0.2115 

Large protein (L)  2574 0.19355 648.33–712.67 622.67–754.75 0.1286–0.1585 

1 number of polymorphic sites 2 nucleotide diversity 3 number of synonymous difference: 

ChamoisRV/IT2014 versus respirovirus reference strains 4 number of non-synonymous difference: 

ChamoisRV/IT2014 versus respirovirus reference strains 5 non-synonimous difference fraction: 

ChamoisRV/IT2014 versus respirovirus reference strains. 
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