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Figure S1. Variations of alpha diversity in goat colostrum and mature milk of A, B and C farms in

Simpson index.
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Figure S2. Venn Flower diagram of bacterial OTUs shared colostrum and mature milk from different
A, B and C farms. Colostrum samples: Q01, Q02, Q03, Q04, Q05, C01, C02, C03, C04, C05, X01, X02,
X03, X04, X05. Mature milk samples: Q21, Q22, Q23, Q24, Q25, C06, C07, X08, X09, X10.
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