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‘ Bacillus thuringiensis strain 2PR56- 10(EU440975)
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Bacilius cereusstrain YC-16 ((JN1870886)
Pseudomonas aeruginosa ATIRPAMFE74400)

o Pseudomonas aeruginosa strain NPPE6(MF574400)
I Pseudomonas asruginesa strain WES2 (MF574400)
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Figure S1. Phylogenetic tree based on bacterial 16S rDNA sequence of the isolated algicidal
bacterium SJ-73 and closely related members. Tree topology shown is from Neighbor-joining
analysis. Scale bar represents 0.020 nucleotide substitution per position.
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Figure S2. Influences of reaction pH (A) and temperature (B) on the activity of MIrA.
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Figure S3. The relative activity of the immobilized and free enzyme at different storage
temperature (4°C and 25°C). Bars represent the standard errors of the means for triplicate.
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Figure S4. Variations of pH in M. aeruginosa PCC 7806 (A) and colonial M. aeruginosa
TH1701 (B) cultures treated with bacterium SJ-73 filtrates for 7 days.



