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Figure S1. Localization of C. elegans on plates containing only M. xanthus. Numbers of worms
in each specified plate location for the plates summarized in Figure 1 are shown. Worms that left
the plates are not shown. Panel A shows the results of the binary choice assay with M. xanthus
alone (Figs. 1A and 1B), and panel B shows the results of the half-plate choice assay (Figs. 1C and
1D). Large dots are the means of 3 biological replicates (shown as transparent dots) and error bars
are standard deviations.
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Figure S2. C. elegans prefers prey patches not containing M. xanthus. Here we show worm locations relative to two circular prey
patches after 25 hours, on plates where both patches contained the same basal prey bacterium (A) or where the two patches contained
different basal prey (B). Worms found on the plate but not in a patch are shown as yellow dots. Each separate panel shows the number
of worms found in a single-species patch (or a control patch of buffer). Patch 1: buffer on the control plates (salmon dots), E. coli (dark
blue dots), F. johnsoniae (dark red dots), or M. xanthus (green dots, left = strain S or right = strain N). In panel A, Patch 2 (salmon, light
blue, or pink dots) contains the same basal prey bacteria as patch one, in some cases mixed together with M. xanthus strain S or N, as
indicated on the x-axis. In panel B, Patch 2 contains the opposite basal prey bacterium either in pure culture (first section) or mixed with
M. xanthus strain S or N (second and third sections). Large dots are means of 3 biological replicates (shown as transparent dots). Error
bars are standard deviations. ‘F. john’ = F. johnsoniae, ‘M.xany’, ‘M.xans’= M. xanthus strains N and S, respectively.
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Figure S3. Choice indices for prey-patch controls. Here we show worm choice after 25 hours
on control plates with two patches of the same prey. Colored bars show the means of 3 biological
replicates and error bars are 95% confidence intervals. For the buffer treatment, the mean is zero
and the error bars are zero. In one instance (F. john), 95% confidence intervals extend outside the
range of what is biologically possible, [-1,1], so we restricted them to reflect the biological reality.
F. john = F. johnsoniae, M. xanx/ M. xans = M. xanthus strains N and S, respectively.
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Figure S4. Localization of C. elegans on binary choice assay plates. Total number of worms in
each location (either a prey patch, yellow/orange, or the open agar, turquoise) at three timepoints.
Large dots are the means of 3 biological replicates (replicates shown as transparent dots) and error
bars are standard deviations. E = E. coli, F = F. johnsoniae, Ms/ M~ = M. xanthus strains S and
N, respectively. For each treatment category shown on the x axis, ‘patch 1’ and ‘patch 2’ are the
first- and second-listed patch-identity indicators.
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Table S1. Presence of prey bacteria in mixed patches. We tested the patches containing basal
prey bacteria in the assays reported in Figure 2 to check whether basal prey bacteria could still be
detected after 25 hours. The bacteria detected in each patch are shown here. Results from mixed
patches where prey bacteria were still detected are indicated in bold italics. E = E. coli, F = F.
johnsoniae, S = M. xanthus strain S, N = M. xanthus strain N.

Patch 1 Patch 2
Patch 1 / Patch
2 Replicate 1  Replicate 2 Replicate 3 | Replicate 1  Replicate 2 Replicate 3

E/E E E E E E E

F/F F F F F F F

S/S S S S S S S

N/N N N N N N N

F/E F F F E E E
E/E+S E E E S only S only S only
E/E+N E E E N only E+N N
F/F+S F F F N only S only F+S
F/F+N F F F N only N only F+N
E/F+S E E E S only F+S F+S
E/F+N E E E N only N only N only
F/E+S F F F S only S only S only
F/E+N F F F E+N E+N N only




