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Abstract: Previously, we demonstrated that the nasal administration of Dolosigranulum pigrum 040417
differentially modulated the respiratory innate immune response triggered by the activation of Toll-
like receptor 2 in infant mice. In this work, we aimed to evaluate the beneficial effects of D. pigrum
040417 in the context of Streptococcus pneumoniae infection and characterize the role of alveolar
macrophages (AMs) in the immunomodulatory properties of this respiratory commensal bacterium.
The nasal administration of D. pigrum 040417 to infant mice significantly increased their resistance to
pneumococcal infection, differentially modulated respiratory cytokines production, and reduced lung
injuries. These effects were associated to the ability of the 040417 strain to modulate AMs function.
Depletion of AMs significantly reduced the capacity of the 040417 strain to improve both the reduction
of pathogen loads and the protection against lung tissue damage. We also demonstrated that the
immunomodulatory properties of D. pigrum are strain-specific, as D. pigrum 030918 was not able to
modulate respiratory immunity or to increase the resistance of mice to an S. pneumoniae infection.
These findings enhanced our knowledge regarding the immunological mechanisms involved in
modulation of respiratory immunity induced by beneficial respiratory commensal bacteria and
suggested that particular strains could be used as next-generation probiotics.

Keywords: respiratory commensal bacteria; upper respiratory tract; next-generation probiotics;
Dolosigranulum pigrum; Streptococcus pneumoniae; alveolar macrophages

1. Introduction

Different microbial species colonize the upper respiratory tract (URT) after birth. The
variety of species that are found in the respiratory mucosa depends on several factors
including the mode of delivery, the environment, and the interaction of these microbial
communities with the immune system [1]. The establishment of a stable respiratory micro-
biota has been associated to some effects beneficial for the host. It was documented that the
URT microbiota prevents pathogen colonization by obstructing adhesion sites, enhancing
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pathogen clearance by competition for nutrients, or production of antimicrobial substances
as well as modulating the host immune responses [2,3]. Alterations in the composition or
function of the respiratory microbiota—due, for example, to the use of antibiotics—can
induce reduction or loss of the beneficial members that help in the protection of the respira-
tory tract against opportunistic pathogens [4]. Pathogens such as Streptococcus pneumoniae
may then take advantage of the disturbance in the respiratory microbiota to grow and
spread, leading to local or systemic acute infections, such as acute otitis media, pneumonia,
septicaemia, or meningitis [5].

Although the nasopharyngeal microbiota has been less studied than the intestinal
microbiota, recent reports have suggested that certain members of this microbial population
may positively influence the host respiratory health [6]. In this regard, recent research has
identified the species Corynebacterium and Dolosigranulum as important beneficial members
of the nasopharynx microbiota [1,3,7–9]. The advances in the knowledge of the benefits
conferred to the host by members of these respiratory commensal bacteria species and the
better understanding of their mechanisms of action made it possible to propose them as
next-generation probiotics for the respiratory tract [2,10–14].

Among the URT commensal bacterial species that have gained interest as potential
next-generation probiotics, Dolosigranulum pigrum is one of the most promising to ben-
eficially influence human respiratory health. It was observed that this Gram-positive,
catalase-negative Firmicute bacterium is abundant in healthy URT, reaching a relative
abundance of up to 50% [15], and different studies have related it to vaginal delivery and
breastfeeding [16]. A lower incidence of URT infections and a reduced probability of con-
tracting bronchiolitis were observed in children who had higher numbers of D. pigrum in
their respiratory microbiota [17]. Moreover, D. pigrum seems to reduce the risk of acquiring
respiratory infections, such as the invasive disease caused by S. pneumoniae [7] or flu by the
influenza virus [18].

We previously demonstrated that the nasal administration of D. pigrum differentially
modulates the respiratory immune response triggered by the activation of Toll-like re-
ceptor (TLR)-2 or TLR-3 in infant mice, increasing the resistance to primary respiratory
syncytial virus (RSV) and pneumococcal infections [12]. Interestingly, a strain-dependent
immunomodulatory effect was observed in our studies. While D. pigrum 040417 was
capable of decreasing RSV titres and pneumococcal cell counts in lungs of infected mice,
D. pigrum 030918 was not able to induce modifications when compared with control in-
fected animals. In this work, we aimed to further advance the characterization of the
beneficial effects of D. pigrum 040417 by analysing its impact on the respiratory immune
response triggered by S. pneumoniae infection. Our studies focused on the role of alveo-
lar macrophages (AMs) in the immunomodulatory properties of the 040417 strain in the
context of pneumococcal infection. Moreover, studies using the non-immunomodulatory
D. pigrum 030918 strain were performed for comparison.

2. Materials and Methods
2.1. Microorganisms

Dolosigranulum pigrum 040417 and D. pigrum 030918 were cultured at 37 ◦C for 18 h
(late log phase) in trypticase soy broth. Bacterial suspensions were prepared as previ-
ously described [12]. Briefly, bacteria were harvested by centrifugation at 3000× g for
10 min, washed three times with sterile 0.01 M phosphate buffer saline (PBS, pH 7.2), and
resuspended in sterile PBS.

Streptococcus pneumoniae serotypes 6B, 14, and 3 (ANLIS, Buenos Aires, Argentina)
were cultured on blood agar for 18 h. Colonies were suspended in Todd Hewitt broth
(Oxoid, Cambridge, UK) supplemented with 0.5% yeast extract and incubated overnight
at 37 ◦C. Bacteria cells were harvested and washed three times with sterile PBS. Cell
density was adjusted to 1 × 109 CFU/mL. Serial dilutions and quantitative subcultures
were performed on blood agar to confirm the size of the inoculum used in the challenge
experiments as described previously [19].
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2.2. Animals and Experimental Infection

Three weeks old BALB/c mice were obtained from the closed colony kept at CERELA
(San Miguel de Tucumán, Argentina). During the experiments, they were individually
housed in plastic cages at room temperature. D. pigrum 040417 or D. pigrum 030918 were
nasally administered to different groups of mice for 5 consecutive days at a dose of 108

cells/mouse/day in 50 µL of PBS. Control animals only received 50 µL of PBS. The treated
groups and the untreated control mice were fed a conventional balanced diet ad libitum.
All experiments were approved by the Ethical Committee for Animal Care of Reference
Centre for Lactobacilli (CERELA-CONICET, Tucuman, Argentina) and all efforts were
made to minimize suffering. No signs of discomfort or pain and no deaths were observed
before mice reached the endpoints. One day after the last administration of viable bacteria,
mice were nasally challenged with 106 CFU of the pathogen (S. pneumoniae serotype 6B, 14,
or 3) suspended in 20 µL of PBS. The inoculum was inhaled involuntarily and to facilitate
its migration to the alveoli, mice were held in an upright position with their heads up for
2 min. Mice were sacrificed at different time points after the challenge. The lungs were
removed to determine S. pneumoniae counts. Lungs were weighted, homogenized, and
appropriately diluted in sterile peptone water. The dilutions were plated in duplicate on
blood agar and incubated for 18 h at 37 ◦C. S. pneumoniae was identified using standard
techniques and the results were expressed as logarithm of CFU/g of lung. Blood samples
were used to perform haemocultures that were expressed as positive or negative.

2.3. Broncho-Alveolar Lavage (BAL) Sampling

The BAL samples were obtained as previously described [20]. Briefly, the trachea was
exposed and intubated with a catheter and two washes of the lungs were performed with
sterile PBS. Then, the wash obtained was centrifuged and the cell-free supernatants were
kept at −70 ◦C until analysis.

2.4. Lung Tissue Injury Studies

The albumin content in BAL was quantified as an indicator of the increased permeabil-
ity of the bronchoalveolar capillary barrier [21]. In addition, lactate dehydrogenase (LDH)
activity was quantified as an indicator of general cytotoxicity [22]. Albumin content was
determined colorimetrically using a diagnostic kit (Wiener Lab, Buenos Aires, Argentina)
that is based on the binding of albumin to bromocresol green. LDH activity, expressed
as units per litre of BAL fluid, was determined using Wiener’s reagents and procedures
(Wiener Lab), which measure the formation of the reduced form of nicotinamide adenine
dinucleotide (NAD).

2.5. Determination of Cell Populations

The total number of BAL leukocytes was determined using a haemocytometer. Differ-
ential cell counts in BAL were obtained by microscopically counting cells in smears stained
with May-Grunwald-Giemsa as described before [20].

2.6. Primary Cultures of Alveolar Macrophages

Primary cultures of murine AMs were performed as previously described [21]. Briefly,
BAL macrophages from control mice and from animals treated with D. pigrum 040417 or
D. pigrum 030918 were obtained using 1 mL of warm sterile PBS containing 5 mM EDTA.
The AMs were transferred to new sterile tubes, washed twice in sterile PBS and resus-
pended in RPMI 1640 medium with 10% FBS, 1 mM L-glutamine, and 100 U/mL penicillin–
streptomycin. The cells were seeded in 24-well plates at a density of 105 cells/well and
incubated for 2 h at 37 ◦C in 5% CO2 to promote adherence. Washes were carried out to elim-
inate non-adherent cells and the AMs were maintained in culture in RPMI 1640 medium
with 10% FBS, 1 mM L-glutamine, and 100 U/mL of penicillin–streptomycin at 37 ◦C in
5% CO2 for 24 h before stimulation. AMs were stimulated in vitro with S. pneumoniae
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serotype 3. Supernatants were collected before (basal conditions) and 24 h after challenge
for cytokine analysis.

2.7. Cytokine Concentrations in BAL and Culture Supernatants

The concentrations of tumour necrosis factor (TNF)-α, interferon (IFN)-γ, IFN-β, inter-
leukin (IL)-6, IL-1β, IL-27, IL-17, and IL-10 were measured with a commercially available
enzyme-linked immunosorbent assay (ELISA) technique kits following the manufacturer’s
recommendations (R&D Systems, Minneapolis, MN, USA). The chemokine (C–C motif)
ligand 2 (CCL2) concentration was measured with commercially available ELISA technique
kits following the manufacturer’s recommendations (Abcam, Cambridge, UK).

2.8. Analysis of Alveolar Macrophages by Flow Cytometry

A single cell suspension was obtained from lung samples as previously described [11].
Briefly, the lungs were removed and then finely minced. Samples were then incubated
for 90 min with 300 U collagenase (Yakult Honsha Co., Tokyo, Japan) in 15 mL of RPMI
1640 medium (Sigma, Tokyo, Japan). The lungs treated with this enzyme were tapped on a
plastic plate to dissociate the tissue into individual cells. Erythrocytes were depleted by
hypotonic lysis and cells were washed with RPMI medium supplemented with 10% heat
inactivated foetal calf serum. Finally, cells were counted using trypan blue exclusion and
then resuspended at an appropriate concentration of 5 × 106 cells/mL.

Pulmonary cell suspensions were preincubated with mouse anti-CD32/CD16 mon-
oclonal antibodies (Fc block) for 15 min at 4 ◦C and washed with FACS buffer. The cells
were then stained with fluorochrome-conjugated antibodies against CD11c (APC), SiglecF
(PE) (BD Bioscience, San José, CA, USA), CD45 (FITC) (eBioscience, San Diego, CA, USA)
and MHC-II (PerCP) (Thermo Fisher Scientific, Waltham, MA, USA). The cells were then
analysed on a BD FACSCalibur™ flow cytometer (BD Biosciences, Franklin Lakes, NJ,
USA) and the data were analysed with FlowJo software (TreeStar, Franklin Lakes, NJ,
USA). The total number of cells in each population was determined by multiplying the
percentages of subsets within a series of negative or positive markers by the total number
of cells determined for each tissue sample [11].

2.9. In Vivo Depletion of Alveolar Macrophages

To deplete AMs, liposomes containing clodronate (dichloromethylene bisphosphonate)
(CLP; Clophosome, Stratech, UK) were used. Mice were inoculated intranasally with 50 µL
of CLP for two consecutive days, as previously described [21]. Mice were then stimulated
with D. pigrum 040417 and challenged with S. pneumoniae according to the scheme described
above. An equal treatment with empty liposomes (ELP) served as control.

2.10. Statistical Analysis

Experiments were made in triplicate and results were expressed as mean ± standard
deviation (SD). Normal distributed data were tested by two-way ANOVA. Tukey’s test (for
pairwise comparisons of the means) or the Fisher’s least significant difference (LSD) test
(for multi-comparison) was used to evaluate the differences among groups. Differences
were considered significant at p < 0.05.

3. Results
3.1. The Respiratory Commensal Bacteria D. pigrum Improve Resistance to Pneumococcal
Infection in a Strain-Dependent Manner

We first aimed to evaluate if different strains of the respiratory commensal bacteria
belonging to the species D. pigrum were able to influence the resistance of infant mice to the
primary infection with S. pneumoniae. For this purpose, infant mice were nasally primed
with viable D. pigrum strains 030918 or 040417 for five consecutive days. One day after
the last administration of the respiratory commensal bacteria, mice were challenged with
different S. pneumoniae serotypes including 6B, 14, or 3 (Figure 1).
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weight changes in the mice treated with D. pigrum 030918 were not different from infected 
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prevented the dissemination of pneumococci into the blood (data not shown). Lung pneu-
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Figure 1. Effect of the respiratory commensal bacteria Dolosigranulum pigrum on resistance to Streptococcus pneumoniae
infection. Infant mice were nasally primed with viable D. pigrum (DP) strain 040417 or 030918 during five consecutive days
at a dose of 108 bacterial cells/mouse/day. One day after the last administration of DP strains, mice were challenged with
(A) S. pneumoniae serotypes 6B (A), 14 (B), or 3 (C). Non-treated infant mice challenged with the corresponding serotypes
of S. pneumoniae were used as controls. Changes in body weight and lung pneumococcal cell counts were evaluated on
different time points after the bacterial challenge. The results represent data from three independent experiments (n = 6 per
each group at each time point). Significantly different when compared with control at the same time point, * p < 0.05 or
** p < 0.01.

The challenge of infant mice with S. pneumoniae induced a delay in the body weight
gain of infected control mice in comparison with the mice treated with D. pigrum 040417
(Figure 1). In fact, the 040417 strain significantly improved the body weight gain of infant
mice after the challenge with the three serotypes of the bacterial pathogen, although the
mice in this group did not reach the percentages of non-infected controls. In contrast, body
weight changes in the mice treated with D. pigrum 030918 were not different from infected
controls (Figure 1). All the pneumococcal serotypes were detected in the lungs (Figure 1)
and blood (data not shown) of all experimental groups during the 5 days studied. However,
the D. pigrum 040417 treatment was able to significantly reduce bacterial replication in the
respiratory tract compared with controls (Figure 1). In addition, the 040417 strain prevented
the dissemination of pneumococci into the blood (data not shown). Lung pneumococcal
counts (Figure 1) and haemocultures in the mice treated with D. pigrum 030918 were not
different from controls.

LDH and albumin in BAL samples were used as biochemical markers of lung tissue
damage as described previously [20]. S. pneumoniae-infected mice showed a significant
increase in the levels of both markers earlier after 3 h of the challenge with the three
pneumococcal serotypes (Figure 2), indicating that the pathogens were capable of inducing
cellular damage and alveolar-capillary barrier alterations. Both BAL albumin and LDH
levels were significantly lower in infant mice treated with D. pigrum 040417 than in controls,
while these BAL injury markers in D. pigrum 030918-treated infant mice were not different
from the control mice (Figure 2).
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Figure 2. Effect of the respiratory commensal bacteria Dolosigranulum pigrum on resistance to Streptococcus pneumoniae
infection. Infant mice were nasally primed with viable D. pigrum (DP) strain 040417 or 030918 during five consecutive days
at a dose of 108 bacterial cells/mouse/day. One day after the last administration of DP strains, mice were challenged with
(A) S. pneumoniae serotypes 6B (A), 14 (B), or 3 (C). Non-treated infant mice challenged with the corresponding serotypes of
S. pneumoniae were used as controls. Lactate dehydrogenase (LDH) activity and albumin concentrations in broncho-alveolar
lavages (BAL) were evaluated on different time points after the bacterial challenge. The results represent data from three
independent experiments (n = 6 per each group at each time point). Significantly different when compared with control at
the same time point, * p < 0.05 or ** p < 0.01.

3.2. D. pigrum 040417 Differentially Modulates the Respiratory Innate Immunity against
S. pneumoniae

We next aimed to study the influence of D. pigrum on the respiratory innate immune
response against the pneumococcal infection. S. pneumoniae serotype 3 was selected for
further experiments, taking into consideration that it is one of the most virulent pneumo-
coccal serotypes in mice. The variations in the numbers of immune cell populations in BAL
after the pneumococcal infection were evaluated as shown in Figure 3. The challenge with
S. pneumoniae significantly increased the numbers of BAL macrophages and neutrophils in
the three experimental groups. The numbers of BAL macrophages as well as neutrophils
counts in D. pigrum 030918-treated mice were not different from controls. Of note, D. pigrum
040417-treated mice had kinetics of BAL macrophages and neutrophils that were signifi-
cantly different from controls (Figure 3). In 040417-treated mice, BAL macrophages and
neutrophils were higher than controls in the first hours post-infection, while the numbers
of these immune cells were lower than in controls from hour 48 post-infection.
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Figure 3. Effect of the respiratory commensal bacteria Dolosigranulum pigrum on resistance to Streptococcus pneumoniae
infection. Infant mice were nasally primed with viable D. pigrum (DP) strain 040417 or 030918 during five consecutive days
at a dose of 108 bacterial cells/mouse/day. One day after the last administration of DP strains, mice were challenged with S.
pneumoniae serotype 3. Non-treated infant mice challenged with S. pneumoniae were used as controls. Macrophages and
neutrophils numbers in broncho-alveolar lavages (BAL) were evaluated on different time points after the bacterial challenge.
The results represent data from three independent experiments (n = 6 per each group at each time point). Significantly
different when compared with control at the same time point, * p < 0.05.

We also evaluated the concentration of respiratory pro-inflammatory cytokines in BAL
samples before and after the challenge with S. pneumoniae. The treatment of mice with D.
pigrum 040417 or 030918 did not induce changes in the basal levels of BAL CCL2 or IL-1β
compared with controls (Figure S1). In addition, no differences between controls and D.
pigrum 030918-treated mice were found when the levels of BAL IL-6 were assessed in basal
conditions. In contrast, the 040417 strain increased BAL IL-6 (Figure S1). In addition, we
showed that both D. pigrum strains slightly enhanced BAL TNF-α (Figure S1). As shown in
Figure 4, an early increase of BAL TNF-α, IL-1β, IL-6, and CCL2 was detected in all the
experimental groups after the challenge with S. pneumoniae. In control mice, BAL TNF-α
and IL-1β started to decrease after 24 h, while BAL IL-6 levels diminished from hour 32. In
contrast, BAL CCL2 concentrations continued increasing during all the studied periods.
The concentrations of BAL pro-inflammatory cytokines in D. pigrum 030918-treated mice
were not different from controls (Figure 4). In contrast, mice treated with D. pigrum 040417
had significantly reduced levels of BAL TNF-α and CCL2 compared with controls after
32 hours post-infection. In addition, BAL IL-1β levels were significantly higher in mice
that received the 040417 treatment compared with controls in the first hours post-infection
(Figure 4). BAL IL-6 levels in D. pigrum 040417-treated mice were higher and lower than
controls at hours 12 and 54, respectively.
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(TNF)-α, chemokine (C–C motif) ligand 2 (CCL2), interleukin (IL)-1β, and IL-6 concentrations in 
broncho-alveolar lavages (BAL) were evaluated on different time points after the bacterial chal-
lenge. The results represent data from three independent experiments (n = 6 per each group at each 
time point). Significantly different when compared with control at the same time point, * p < 0.05 or 
** p < 0.01. 
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also evaluated here the effect of both respiratory commensal bacteria on the levels of BAL 
IL-17 and IL-27, and no differences were found when compared with control mice (data 
not shown). The concentrations of IFN-γ and IL-17 as well as of the immunoregulatory 
cytokines IL-10 and IL-27 were determined in BAL samples after the pneumococcal infec-
tion (Figure 5). The four cytokines were significantly increased after the challenge with S. 
pneumoniae in all the experimental groups. Both BAL IFN-γ and IL-17 showed a peak on 
day 2 post-infection and then started to decrease in all the groups. However, mice treated 
with D. pigrum 040417 had significantly higher levels of BAL IFN-γ than controls on days 
1 and 2. In addition, the treatment with the strain 040417 allowed infant mice to produce 
higher levels of IL-10 from day 3 post-infection and IL-27 on day 5 (Figure 5). The concen-
trations of BAL cytokines in D. pigrum 030918-treated mice were not different from con-
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Figure 4. Effect of the respiratory commensal bacteria Dolosigranulum pigrum on resistance to Streptococcus pneumoniae
infection. Infant mice were nasally primed with viable D. pigrum (DP) strain 040417 or 030918 during five consecutive days
at a dose of 108 bacterial cells/mouse/day. One day after the last administration of DP strains, mice were challenged with
S. pneumoniae serotype 3. Non-treated infant mice challenged with S. pneumoniae were used as controls. Tumour necrosis
factor (TNF)-α, chemokine (C–C motif) ligand 2 (CCL2), interleukin (IL)-1β, and IL-6 concentrations in broncho-alveolar
lavages (BAL) were evaluated on different time points after the bacterial challenge. The results represent data from three
independent experiments (n = 6 per each group at each time point). Significantly different when compared with control at
the same time point, * p < 0.05 or ** p < 0.01.

We previously reported that D. pigrum 040417 can increase the levels of BAL IFN-γ
and IL-10 in basal conditions, an effect that is not achieved by the 030918 strain [12]. We
also evaluated here the effect of both respiratory commensal bacteria on the levels of BAL
IL-17 and IL-27, and no differences were found when compared with control mice (data
not shown). The concentrations of IFN-γ and IL-17 as well as of the immunoregulatory
cytokines IL-10 and IL-27 were determined in BAL samples after the pneumococcal infec-
tion (Figure 5). The four cytokines were significantly increased after the challenge with
S. pneumoniae in all the experimental groups. Both BAL IFN-γ and IL-17 showed a peak
on day 2 post-infection and then started to decrease in all the groups. However, mice
treated with D. pigrum 040417 had significantly higher levels of BAL IFN-γ than controls
on days 1 and 2. In addition, the treatment with the strain 040417 allowed infant mice to
produce higher levels of IL-10 from day 3 post-infection and IL-27 on day 5 (Figure 5). The
concentrations of BAL cytokines in D. pigrum 030918-treated mice were not different from
controls (Figure 5).
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pigrum strains (Figure 6A), and 2 days after the infection with S. pneumoniae (Figure 6B). 
D. pigrum treatments were not able to modify the total number of AMs in the steady state. 
The challenge with S. pneumoniae increased the numbers of BAL CD45+CD11c+SiglecF+ 
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Figure 5. Effect of the respiratory commensal bacteria Dolosigranulum pigrum on resistance to Streptococcus pneumoniae
infection. Infant mice were nasally primed with viable D. pigrum (DP) strain 040417 or 030918 during five consecutive days
at a dose of 108 bacterial cells/mouse/day. One day after the last administration of DP strains, mice were challenged with S.
pneumoniae serotype 3. Non-treated infant mice challenged with S. pneumoniae were used as controls. Interferon (IFN)-γ,
interleukin (IL)-17, IL-10, and IL-27 concentrations in broncho-alveolar lavages (BAL) were evaluated on different time
points after the bacterial challenge. The results represent data from three independent experiments (n = 6 per each group at
each time point). Significantly different when compared with control at the same time point, * p < 0.05.

3.3. D. pigrum 040417 Differentially Modulates the Activation of Alveolar Macrophages

The variations of resident AMs in BAL samples were characterized by flow cytometry
as described previously [21,22]. The BAL CD45+CD11c+SiglecF+ cells, corresponding to the
total resident AMs population, were evaluated 1 day after treatments with the D. pigrum
strains (Figure 6A), and 2 days after the infection with S. pneumoniae (Figure 6B). D. pigrum
treatments were not able to modify the total number of AMs in the steady state. The
challenge with S. pneumoniae increased the numbers of BAL CD45+CD11c+SiglecF+ cells in
all the experimental groups; however, mice primed with D. pigrum 040417 had significantly
higher numbers of macrophages compared with controls (Figure 6). No differences were
found in BAL CD45+CD11c+SiglecF+ cells numbers when D. pigrum 030918-treated and
control mice were compared after the pneumococcal infection.



Microorganisms 2021, 9, 1324 10 of 19
Microorganisms 2021, 9, x FOR PEER REVIEW 10 of 19 
 

 

 
Figure 6. Effect of the respiratory commensal bacteria Dolosigranulum pigrum on resistance to Streptococcus pneumoniae 
infection. Infant mice were nasally primed with viable D. pigrum (DP) strain 040417 or 030918 during five consecutive days 
at a dose of 108 bacterial cells/mouse/day. One day after the last administration of DP strains, mice were challenged with 
S. pneumoniae serotype 3. Non-treated infant mice challenged with S. pneumoniae were used as controls. Total resident 
alveolar macrophages populations in broncho-alveolar lavages (BAL) (CD45+CD11c+SiglecF+ cells) as well as their expres-
sion of MHC-II were evaluated by flow cytometry before (A) and 2 days after (B) the bacterial infection. The results rep-
resent data from three independent experiments (n = 6 per each group at each time point). Significantly different when 
compared with control at the same time point, * p < 0.05 or ** p < 0.01. Significantly differences between the indicated 
groups, † p < 0.05. 

The CD11c+SiglecF+MHC-IIhi AMs population was also evaluated in BAL samples. In 
control mice, the AMs with an activated phenotype represented around the 25% of the 
total resident AMs population, most macrophages being MHC-IIlo cells (Figure 6A). D. 
pigrum treatments were not able to modify the numbers of BAL CD11c+SiglecF+MHC-IIhi 
or CD11c+SiglecF+MHC-IIlo cells in the steady state. BAL CD11c+SiglecF+MHC-IIhi cells sig-
nificantly increased after the bacterial infection in all the groups (Figure 6B). However, 
the treatment with D. pigrum 040417 enhanced the numbers of BAL CD11c+SiglecF+MHC-
IIhi cells compared with controls. In contrast, mice treated with D. pigrum 030918 did not 
show statistically significant modifications in comparison with controls when the num-
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Figure 6. Effect of the respiratory commensal bacteria Dolosigranulum pigrum on resistance to Streptococcus pneumoniae
infection. Infant mice were nasally primed with viable D. pigrum (DP) strain 040417 or 030918 during five consecutive days
at a dose of 108 bacterial cells/mouse/day. One day after the last administration of DP strains, mice were challenged with S.
pneumoniae serotype 3. Non-treated infant mice challenged with S. pneumoniae were used as controls. Total resident alveolar
macrophages populations in broncho-alveolar lavages (BAL) (CD45+CD11c+SiglecF+ cells) as well as their expression of
MHC-II were evaluated by flow cytometry before (A) and 2 days after (B) the bacterial infection. The results represent data
from three independent experiments (n = 6 per each group at each time point). Significantly different when compared with
control at the same time point, * p < 0.05 or ** p < 0.01. Significantly differences between the indicated groups, † p < 0.05.

The CD11c+SiglecF+MHC-IIhi AMs population was also evaluated in BAL samples. In
control mice, the AMs with an activated phenotype represented around the 25% of the total
resident AMs population, most macrophages being MHC-IIlo cells (Figure 6A). D. pigrum
treatments were not able to modify the numbers of BAL CD11c+SiglecF+MHC-IIhi or
CD11c+SiglecF+MHC-IIlo cells in the steady state. BAL CD11c+SiglecF+MHC-IIhi cells
significantly increased after the bacterial infection in all the groups (Figure 6B). However,
the treatment with D. pigrum 040417 enhanced the numbers of BAL CD11c+SiglecF+MHC-
IIhi cells compared with controls. In contrast, mice treated with D. pigrum 030918 did not
show statistically significant modifications in comparison with controls when the numbers
of CD11c+SiglecF+MHC-IIhi cells after the challenge with S. pneumoniae were analysed. In
addition, BAL CD11c+SiglecF+MHC-IIlo AMs in mice treated with both D. pigrum strains
were not different from controls on day 2 post-infection (Figure 6B).

3.4. D. pigrum 040417 Modulates Alveolar Macrophages Cytokine Production

We recently demonstrated that cytokines produced by AMs play a relevant role in the
immunomodulatory effect of nasally [21] or orally [22] administered beneficial bacteria.
For this reason, we evaluated the influence of D. pigrum strains on the cytokine profile
of AMs. Thus, primary cultures of AMs from control, D. pigrum 040417- and D. pigrum
030918-treated infant mice were performed and cells were cultured for 24 h. The basal
production of IFN-β, IFN-γ, as well as of the immunoregulatory cytokines IL-10 and IL-27,
was evaluated (Figure 7A). The four cytokines were detected in culture supernatants of
AMs, in line with our previous reports [21,22]. Of note, the concentrations of IFN-β, IFN-γ,
IL-10, and IL-27 were significantly higher in the AMs cultures obtained from infant mice
treated with D. pigrum 040417 than in controls. In contrast, the levels of all the cytokines
in supernatants of the AMs obtained from D. pigrum 030918-treated infant mice were not
different from controls (Figure 7A).
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Figure 7. Effect of the respiratory commensal bacteria Dolosigranulum pigrum on the alveolar macrophages’ cytokine
production. Infant mice were nasally primed with viable D. pigrum (DP) strain 040417 or 030918 during 5 consecutive days at
a dose of 108 bacterial cells/mouse/day. One day after the last administration of DP, alveolar macrophages were harvested
and cultured for 24 h. The levels of interferon (IFN)-β, IFN-γ, interleukin (IL)-10, and IL-27 (pg/mL) in culture supernatants
were determined after the 24 h of culture (A) or after 24 h of the in vitro challenge with Streptococcus pneumoniae (B). Cells
from non-treated infant mice were used as controls. The results represent data from three independent experiments (n = 6
per each group at each time point). Significantly different when compared with control, * p < 0.05 or ** p < 0.01. Significantly
differences between the indicated groups, † p < 0.05.

In a similar set of experiments, AMs obtained from control, D. pigrum 040417- and D.
pigrum 030918-treated infant mice were challenged in vitro with S. pneumoniae serotype 3,
and the levels of IFN-β, IFN-γ, IL-10, and IL-27 in culture supernatants were assessed 24 h
post-infection (Figure 7B). The pneumococcal challenge significantly increased the levels
of the four cytokines in all the experimental groups compared with their respective basal
levels. Of note, the concentrations of IFN-β, IFN-γ, IL-10, and IL-27 were significantly
higher in AMs cultures from D. pigrum 040417-treated mice compared with the control
group. No differences were observed in the levels of the four cytokines when AMs from
D. pigrum 030918-treated mice were compared with those obtained from the control group
after the pneumococcal challenge (Figure 7B).

3.5. The Depletion of Alveolar Macrophages Significantly Affects the Ability of D. pigrum 040417
to Protect against Pneumococcal Infection

In order to evaluate further the role of AMs in the immunomodulatory effects of
D. pigrum 040417 in the context of pneumococcal pneumonia, we depleted AMs using
clodronate-containing liposomes (CLP). AMs were depleted before the stimulation of
mice with the 040417 strain, and the mice were then challenged with S. pneumoniae. Two
and five days after the pathogen challenge, pneumococcal cell counts (Figure 8) and the
lung injury markers—BAL LDH activity and albumin concentration—were evaluated
(Figure 8). Control mice treated with CLP and challenged with S. pneumoniae showed a
higher susceptibility to the respiratory infection. In fact, the pulmonary colonization of the
respiratory pathogen was significantly higher than the control group in the two time points
post-infection evaluated (Figure 8). In addition, the levels of the biochemical markers of
lung damage were significantly higher in control CLP-treated mice than in control animals
(Figure 8). The ability of the D. pigrum 040417 treatment to reduce S. pneumoniae counts in
the lungs and the levels of BAL albumin and LDH was abolished when AMs were depleted
by CLP (Figure 8). Of note, lung pneumococcal cell counts and BAL LDH in CLP- and
040417-treated mice were not different from control animals.
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with liposomes and then challenged with S. pneumoniae were used as controls. Two and five days 
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tivity and albumin concentrations in broncho-alveolar lavages (BAL) were evaluated. The results 
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nificantly different when compared with control CLP (−) group, * p < 0.05 or ** p < 0.01. Significantly 
differences between the indicated groups, † p < 0.05. 

Figure 8. Effect of alveolar macrophages depletion on the ability of the respiratory commensal bacte-
ria Dolosigranulum pigrum 040417 to improve protection against Streptococcus pneumoniae infection.
Infant mice were nasally treated with clodronate-containing liposomes (CLP) during 2 days (days 0
and 1) to induce the depletion of alveolar macrophages. One day after the last CPL administration,
mice were nasally treated with viable D. pigrum (DP) strain 040417 (108 cell/mouse/day) during five
consecutive days (days 2–6) and challenged with S. pneumoniae serotype 3 on day 7. Mice treated with
liposomes and then challenged with S. pneumoniae were used as controls. Two and five days after the
challenge with the pathogen, pneumococcal cell counts, lactate dehydrogenase (LDH) activity and
albumin concentrations in broncho-alveolar lavages (BAL) were evaluated. The results represent data
from three independent experiments (n = 6 per each group at each time point). Significantly different
when compared with control CLP (−) group, * p < 0.05 or ** p < 0.01. Significantly differences between
the indicated groups, † p < 0.05.
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Finally, we evaluated the effect of AMs depletion on the levels of BAL cytokines in
response to pneumococcal infection and the influence of D. pigrum treatment. As shown
in Figure 9, the concentrations of BAL TNF-α, CCL2, IFN-γ, IL-10, and IL-27 in infant
mice treated with CLP were significantly lower than those observed in control animals. In
addition, it was observed that CLP treatment significantly affected the ability of D. pigrum
040417 to differentially modulate the BAL cytokine profile in response to pneumococcal
infection (Figure 9). The concentrations of BAL TNF-α and CCL2 were not affected when
CLP were administered to mice receiving the 040417 strain. In fact, the levels of both
cytokines were similar to those found in both control CLP-treated mice and control animals.
On the other hand, the ability of D. pigrum 040417 treatment to increase the levels of BAL
IFN-γ, IL-10, and IL-27 was abolished when AMs were depleted by CLP. Of note, the
concentrations of these three BAL cytokines in CLP- and 040417-treated mice were not
different from CLP control animals.
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The results represent data from three independent experiments (n = 6 per group). Significantly different when compared 
with control CLP (−) group, * p < 0.05 or ** p < 0.01. Significantly differences between the indicated groups, † p < 0.05. 

4. Discussion 
Recent research demonstrated that D. pigrum is one of the main beneficial members 

of the respiratory microbiota as evidence suggests that this species of bacteria plays a pro-
tective role in the respiratory mucosa [6,7]. Although the abundance of D. pigrum in the 
URT was shown to be associated with a low-density colonization in the context of pneu-
mococcal exposure in adults [23], most of the studies that reported benefits on respiratory 
health induced by this bacterium have been conducted in children [7–9,24]. The abun-
dance of D. pigrum in the URT was shown to be inversely associated with respiratory tract 
infections and wheezing in children [24]. Furthermore, in paediatric populations where S. 
pneumoniae is absent, D. pigrum is overrepresented [8]. In fact, children with D. pigrum 

Figure 9. Effect of alveolar macrophages depletion on the ability of the respiratory commensal bacteria Dolosigranulum pigrum
040417 to improve protection against Streptococcus pneumoniae infection. Infant mice were nasally treated with clodronate-
containing liposomes (CLP) during 2 days (days 0 and 1) to induce the depletion of alveolar macrophages. One day after the
last CPL administration, mice were nasally treated with viable D. pigrum (DP) strain 040417 (108 cell/mouse/day) during
five consecutive days (days 2–6) and challenged with S. pneumoniae serotype 3 on day 7. Mice treated with liposomes and
then challenged with S. pneumoniae were used as controls. Tumour necrosis factor (TNF)-α, chemokine (C–C motif) ligand
2 (CCL2), and interferon (IFN)-γ in broncho-alveolar lavages (BAL) were evaluated 2 days after the pathogen challenge.
Interleukin (IL)-10 and IL-27 in BAL were evaluated 5 days after the pathogen challenge. The results represent data from
three independent experiments (n = 6 per group). Significantly different when compared with control CLP (−) group,
* p < 0.05 or ** p < 0.01. Significantly differences between the indicated groups, † p < 0.05.

4. Discussion

Recent research demonstrated that D. pigrum is one of the main beneficial members
of the respiratory microbiota as evidence suggests that this species of bacteria plays a
protective role in the respiratory mucosa [6,7]. Although the abundance of D. pigrum
in the URT was shown to be associated with a low-density colonization in the context
of pneumococcal exposure in adults [23], most of the studies that reported benefits on
respiratory health induced by this bacterium have been conducted in children [7–9,24]. The
abundance of D. pigrum in the URT was shown to be inversely associated with respiratory
tract infections and wheezing in children [24]. Furthermore, in paediatric populations
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where S. pneumoniae is absent, D. pigrum is overrepresented [8]. In fact, children with D.
pigrum colonization of the URT are less likely to be colonized with S. pneumoniae [8,9] and
have reduced risk of suffering from acute otitis media [9,25] or invasive pneumococcal
disease [7].

Studies have begun to elucidate the mechanisms by which D. pigrum may improve the
resistance to pneumococcal infection. It was shown that the microbe–microbe interaction
explains, at least partially, this phenomenon. It was proposed that the local production of
lactic acid by D. pigrum would account for epidemiologic observations of negative associ-
ations between S. pneumoniae and this commensal respiratory bacterium [26]. However,
Brugger et al. [10] have recently challenged this hypothesis and demonstrated that the pro-
duction of lactic acid is not a unique contributor to the restriction of pneumococci’s growth
by D. pigrum. Authors proposed that the competition for nutrients and the production of
a diffusible inhibitory compounds accounted for the inhibition of S. pneumoniae. In fact,
the comparative genomic analysis of several D. pigrum strains demonstrated the presence
of a diversity of biosynthetic gene clusters predicted to encode candidate antibiotic-like
compounds [10]. Here we propose a different alternative—not mutually exclusive with the
hypothesis of direct microbe–microbe interaction—which is the indirect effect through the
modulation of the immune system. Our results indicate that the D. pigrum–host immune
system interaction can increase resistance to the pneumococcal respiratory infection.

In this work, we have advanced in the characterization of the beneficial properties of
D. pigrum 040417 by studying its capacity to modulate the respiratory innate immune re-
sponse triggered by pneumococcal infection in infant mice. In our hands, the nasal priming
with the 040417 strain significantly reduced pneumococcal cell counts, avoided dissemina-
tion into blood and diminished lung tissue injuries. Interestingly, D. pigrum 040417 was able
to increase the resistance to serotypes 6B, 14, and 3 indicating that the stimulation of the
respiratory innate immune response induced by this commensal respiratory bacterium can
increase the resistance to different pneumococcal serotypes. This undoubtedly represents
an advantage in the prevention of pneumococcal infections because one of the most im-
portant obstacles in this regard is achieving serotype-independent protection. Our results
showed a significant improvement in the respiratory innate immune response in infant
mice treated with D. pigrum 040417. This was reflected in the induction of an enhanced
inflammatory response in the early stages of infection characterized by increases in the
numbers of macrophages and neutrophils as well as increases in the levels of IL-1β, IFN-γ,
and IL-6. On the other hand, this inflammatory response was more efficiently regulated in
the later stages of the infection, as evidenced by decreased levels of neutrophils, TNF-α,
CCL2, and IL-6 and the increases in the regulatory cytokines IL-10 and IL-27. Thus, the
different magnitude and kinetics of the D. pigrum 040417-induced innate immune response
in the respiratory tract probably explains the decrease in pneumococcal colonization and
the protection against the inflammatory lung damage.

AMs are the most abundant innate immune cells in the lower respiratory tract. This
immune cell population is the first to face pathogenic bacteria that reach the deep lung,
and has a key role in the generation and regulation of immune responses against those
pathogens [27]. Here, we demonstrated for the first time that AMs have a relevant role in
the immunomodulatory effect of D. pigrum 040417. Our in vitro experiments showed that
AMs obtained from 040417-treated infant mice were able to produce higher levels of IFN-β
and IFN-γ, two cytokines that were associated to the protection against pneumococcal
infection. It was reported that improved levels of IFN-γ are critical for host defence
against S. pneumoniae infection because of its ability to stimulate AMs [28]. In this regard,
transcriptomic analysis of whole lungs of mice infected with S. pneumoniae revealed that the
up-regulation of IFN-γ and IFN-related genes was associated with the protection against
this respiratory pathogen [29]. On the other hand, it was shown that AMs produce type
I IFNs upon the in vitro challenge with S. pneumoniae via a bacterial uptake-dependent
mechanism. Furthermore, in vivo studies confirmed that AMs are the main source of IFN-α
and IFN-β upon the pneumococcal challenge [30]. The production of type I IFNs by AMs
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modulates alveolar type II pneumocytes, increasing their resistance to the pneumococcal
infection and protecting them from cell death [30]. Interestingly, IFN-β was associated
with the control of pneumococcal dissemination into the blood because pneumococci were
observed earlier and at higher numbers in blood samples of IFNAR1−/− mice compared
with wild type animals [31]. In addition, nasally delivered IFN-β was capable of enhancing
the protection of mice against pneumococcal systemic disease [31]. These previous results
are in line with our data demonstrating that D. pigrum 040417-treated infant mice have no
detectable pneumococcal cells in haemocultures at none of the studied time points.

Our results also indicated that AMs play an important role in the protective effect of
D. pigrum 040417 against the lung inflammatory damage produced during pneumococcal
infection. The regulation of excessive inflammation is a key factor in the outcome of S.
pneumoniae infections [32]. It was shown that AMs possess the ability to promote Treg
cell responses by directly interacting with these cells or indirectly, through the production
of cytokines [33,34]. We demonstrated previously that D. pigrum 040417 increased lung
CD3+CD4+IL-10+ T cells in the respiratory tract of infant mice [12]. Here we showed
that AMs from infant mice nasally primed with the 040417 strain had a significantly
enhanced ability to produce IL-10 and IL-27 in response to S. pneumoniae infection, which
was in line with the in vivo determinations of both regulatory cytokines. Of note, it was
demonstrated that IL-27 is not sufficient for the optimal induction of Treg cell maturation
in the respiratory tract and that IL-6 is required for the IL-27/Treg cell protections against
inflammatory damage [21,33]. Interestingly, mice treated with D. pigrum 040417 had a
differential production of IL-6 during pneumococcal infection compared with infected
controls. Our data thus indicate that the improved production of IL-10, IL-27, and IL-6 by
AMs of 040417-treated infant mice may play an important role in limiting inflammation
during the pneumococcal infection by increasing the protective functions of Treg cells.

The depletion of AMs by clodronate liposomes at the time of D. pigrum 040417 nasal
priming allowed us to confirm the important role of this respiratory immune cell population
in the protective effect of the respiratory commensal bacterium. The improved production
of IFN-γ, IL-10, and IL-27 in the respiratory tract of 040417-treated mice in response to the
pneumococcal challenge was reduced in CLP-treated animals. Furthermore, the capacity
of D. pigrum 040417 to reduce pneumococcal cell counts as well as the biomarkers of lung
injury was significantly affected when AMs were depleted.

The concept of “trained immunity” implies that innate immune cells, such as macrophages,
can be modified, after a primary immunologic challenge, to carry a nonspecific immune mem-
ory, which improves their responses to subsequent related or unrelated immunologic expo-
sures [35,36]. Trained immunity was evaluated in the context of respiratory infections [36,37]
and it was demonstrated that AMs with a trained immunity phenotype had enhanced expres-
sion of MHC-II and release of cytokines and chemokines upon restimulation [37]. Of note,
IFN-γ production during the primary immunologic challenge was associated to the generation
of trained AMs [35–37]. In line with those studies, we demonstrated recently that nasally
administered nonviable Lacticaseibacillus rhamnosus CRL1505 modulated respiratory immunity,
protected against bacterial and viral pathogens, and that the generation of activated/trained
AMs was essential to achieve such beneficial effects [21]. Our studies focused on resident
CD45+CD11c+SiglecF+ AMs demonstrated that the nasal priming with nonviable L. rhamnosus
CRL1505 significantly increased their expression of MHC-II 2 days after the RSV infection,
which corresponded to 7 days after the CRL1505 treatment [21]. This was consistent with
reports describing that trained CD11c+CD64+SiglecF+ AMs began to develop between 5–7
days after the primary immunologic challenge [37]. In addition, AMs from L. rhamnosus
CRL1505-treated infant mice had an enhanced in vitro production of IFN-γ and IL-6, which
was correlated with an improved immune response in vivo upon a secondary pneumococcal
challenge. Similarly, we reported here that the nasal treatment with D. pigrum 040417 increased
the numbers of BAL CD11c+SiglecF+MHC-IIhi cells and enhanced the cytokine response of
AMs after the in vitro pneumococcal challenge. It is thus tempting to speculate that bacterial
treatments, such as with nonviable L. rhamnosus CRL1505 or viable D. pigrum 040417, are
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able to promote trained immunity in AMs and, in this way, to increase protection against
respiratory pathogens. However, it should be considered that induction of a trained immune
phenotype in macrophages involves an epigenetic reprogramming that enables them to react
with a faster, stronger, and/or qualitatively different transcriptional response after subsequent
immunologic challenge [38]. Therefore, further transcriptomic and epigenetic studies are
necessary to conclusively assert that L. rhamnosus CRL1505 or D. pigrum 040417 beneficially
modulate respiratory immunity through the promotion of trained immunity in AMs.

One of the most relevant characteristics of probiotics is that their beneficial properties
depend on each particular strain, in such a way that, for example, the immunomodulatory
activity of one microorganism cannot be extrapolated to others, not even of the same
species [39,40]. In this regard, our recently published results demonstrated for the first
time the strain-dependent ability of D. pigrum to modulate immunity in the respiratory
tract [12]. Using a mixture of the TLR2 ligands MALP2 and Pam3CSK4 to mimic the
respiratory pro-inflammatory response induced by Gram-positive bacterial infections,
we demonstrated D. pigrum 040417 enhanced the levels IFN-γ, IFN-β, and IL-10 in the
respiratory tract and reduced the lung injury markers after the activation of TLR2 in infant
mice. This effect was not achieved by the nasal treatment of infant mice with D. pigrum
030918. In line with those previous findings, we demonstrated here that the 030918 strain
was not capable of modulating the innate immune response triggered by the pneumococcal
infection or protecting against S. pneumoniae lung colonization and dissemination into blood.
Interestingly, the genomic comparison of D. pigrum strains revealed the existence of diverse
repertoires of biosynthetic gene clusters coding for lanthipeptides and bacteriocins [10].
This differential genetic endowment was associated to the distinct ability of D. pigrum
strains to inhibit Staphylococcus aureus growth. These and our results indicate that genetic
variability between different strains of D. pigrum could be a beneficial property for the
host, since different strains may contribute to the protection against respiratory pathogens
through different mechanisms that complement and enhance each other.

The recent understanding of how the mucosal immune system cooperates with mi-
crobes that colonize the respiratory tract to maintain lung homeostasis and protection
against pathogens holds considerable expectation for new approaches to modulate immune
networks to prevent infections. Our results mark a significant advance in the positioning
of D. pigrum as a next-generation probiotic for the respiratory tract and encourage further
research to help in the development of non-antibiotic therapeutical approaches to enhance
the prevention and treatment of pneumonia by using beneficial respiratory commensal
bacteria.

Supplementary Materials: The following are available online at https://www.mdpi.com/article/10
.3390/microorganisms9061324/s1. Figure S1: Effect of the respiratory commensal bacteria Dolosigran-
ulum pigrum on respiratory cytokines. Infant mice were nasally primed with viable D. pigrum (DP)
strain 040417 or 030918 during 5 consecutive days. Non-treated infant mice were used as controls.
TNF-α, CCL2, IL-1β, and IL-6 concentrations in broncho-alveolar lavages (BAL) were evaluated.
Significantly different compared with control, * p < 0.05 or ** p < 0.01. Significantly differences
between the indicated groups, † p < 0.05.

Author Contributions: Conceptualization, J.V. and H.K.; methodology, F.R.T., M.T., R.O.M., and
H.Y.; validation, S.Q.-V., P.K., and V.M.; formal analysis, F.R.T., M.T., S.Q.-V., and J.V.; resources, S.K.,
H.K., and J.V.; data curation, S.K., P.K., and V.M.; writing—original draft preparation, F.R.T. and
J.V.; writing—review and editing, H.K., V.M., and P.K.; visualization, F.R.T., M.T., R.O.M., and H.Y.;
supervision, J.V.; funding acquisition, S.K., H.K., and J.V. All authors have read and agreed to the
published version of the manuscript.

https://www.mdpi.com/article/10.3390/microorganisms9061324/s1
https://www.mdpi.com/article/10.3390/microorganisms9061324/s1


Microorganisms 2021, 9, 1324 17 of 19

Funding: This study was supported by ANPCyT–FONCyT Grant PICT-2016-0410 to J.V. This study
was also supported by a Grant-in-Aid for Scientific Research (A) (19H00965) from the Japan Society
for the Promotion of Science (JSPS) to H.K., and by Tohoku University Research Program “Frontier
Research in Duo” (FRiD) to S.K., and by JSPS Core-to-Core Program, Advanced Research Networks,
entitled Establishment of international agricultural immunology research-core for a quantum im-
provement in food safety, and by AMED (Moonshot R&D–MILLENNIA Program) Grant Number
JP21zf0127001.

Institutional Review Board Statement: The study was conducted according to the guidelines of the
Declaration of Helsinki, and approved by the CERELA Institutional Animal Care and Use Committee
under the protocol BIOT-CRL-18 (approved on 5 May 2018).

Informed Consent Statement: Not applicable.

Data Availability Statement: All the data related to this project are presented here.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Kumpitsch, C.; Koskinen, K.; Schöpf, V.; Moissl-Eichinger, C. The microbiome of the upper respiratory tract in health and disease.

BMC Biol. 2019, 17, 1–20. [CrossRef]
2. Hardy, B.L.; Merrell, D.S. Friend or Foe: Interbacterial Competition in the Nasal Cavity. J. Bacteriol. 2020, 203. [CrossRef]
3. Man, W.H.; De Steenhuijsen Piters, W.; Bogaert, D. The microbiota of the respiratory tract: Gatekeeper to respiratory health. Nat.

Rev. Microbiol. 2017, 15, 259–270. [CrossRef] [PubMed]
4. Hoggard, M.; Waldvogel-Thurlow, S.; Zoing, M.; Chang, K.; Radcliff, F.J.; MacKenzie, B.W.; Biswas, K.; Douglas, R.G.; Taylor,

M.W. Inflammatory Endotypes and Microbial Associations in Chronic Rhinosinusitis. Front. Immunol. 2018, 9, 2065. [CrossRef]
[PubMed]

5. Bellussi, L.M.; Passali, F.M.; Ralli, M.; De Vincentiis, M.; Greco, A.; Passali, D. An overview on upper respiratory tract infections
and bacteriotherapy as innovative therapeutic strategy. Eur. Rev. Med. Pharmacol. Sci. 2019, 23, 27–38.

6. De Boeck, I.; Wittouck, S.; Wuyts, S.; Oerlemans, E.F.M.; van den Broek, M.F.L.; Vandenheuvel, D.; Vanderveken, O.; Lebeer, S.
Comparing the Healthy Nose and Nasopharynx Microbiota Reveals Continuity As Well As Niche-Specificity. Front. Microbiol.
2017, 8, 2372. [CrossRef]

7. Camelo- Castillo, A.; Henares, D.; Brotons, P.; Galiana, A.; Rodríguez, J.C.; Mira, A.; Muñoz-Almagro, C. on behalf of the
Catalan Study Group of Host- Pathogen Interaction in Patients With IPD. Nasopharyngeal Microbiota in Children with Invasive
Pneumococcal Disease: Identification of Bacteria with Potential Disease-Promoting and Protective Effects. Front. Microbiol. 2019,
10, 11. [CrossRef] [PubMed]

8. Laufer, A.S.; Metlay, J.P.; Gent, J.F.; Fennie, K.P.; Kong, Y.; Pettigrew, M.M. Microbial Communities of the Upper Respiratory Tract
and Otitis Media in Children. mBio 2011, 2, e00245-10. [CrossRef] [PubMed]

9. Pettigrew, M.M.; Laufer, A.S.; Gent, J.F.; Kong, Y.; Fennie, K.P.; Metlay, J.P. Upper Respiratory Tract Microbial Communities,
Acute Otitis Media Pathogens, and Antibiotic Use in Healthy and Sick Children. Appl. Environ. Microbiol. 2012, 78, 6262–6270.
[CrossRef] [PubMed]

10. Brugger, S.D.; Eslami, S.M.; Pettigrew, M.M.; Escapa, I.F.; Henke, M.T.; Kong, Y.; Lemon, K.P. Dolosigranulum pigrum Cooperation
and Competition in Human Nasal Microbiota. mSphere 2020, 5. [CrossRef] [PubMed]

11. Kanmani, P.; Clua, P.; Vizoso-Pinto, M.G.; Rodriguez, C.; Alvarez, S.; Melnikov, V.; Takahashi, H.; Kitazawa, H.; Villena, J.
Respiratory Commensal Bacteria Corynebacterium pseudodiphtheriticum Improves Resistance of Infant Mice to Respiratory
Syncytial Virus and Streptococcus pneumoniae Superinfection. Front. Microbiol. 2017, 8, 1613. [CrossRef]

12. Moyano, R.O.; Tonetti, F.R.; Tomokiyo, M.; Kanmani, P.; Vizoso-Pinto, M.G.; Kim, H.; Quilodrán-Vega, S.; Melnikov, V.; Alvarez, S.;
Takahashi, H.; et al. The Ability of Respiratory Commensal Bacteria to Beneficially Modulate the Lung Innate Immune Response
Is a Strain Dependent Characteristic. Microorganisms 2020, 8, 727. [CrossRef] [PubMed]

13. Popova, M.; Molimard, P.; Courau, S.; Crociani, J.; Dufour, C.; Le Vacon, F.; Carton, T. Beneficial effects of probiotics in upper
respiratory tract infections and their mechanical actions to antagonize pathogens. J. Appl. Microbiol. 2012, 113, 1305–1318.
[CrossRef] [PubMed]

14. Spacova, I.; De Boeck, I.; Bron, P.A.; Delputte, P.; Lebeer, S. Topical Microbial Therapeutics against Respiratory Viral Infections.
Trends Mol. Med. 2021, 27, 538–553. [CrossRef]

15. Gan, W.; Yang, F.; Meng, J.; Liu, F.; Liu, S.; Xian, J. Comparing the nasal bacterial microbiome diversity of allergic rhinitis, chronic
rhinosinusitis and control subjects. Eur. Arch. Oto-Rhino-Laryngol. 2021, 278, 711–718. [CrossRef] [PubMed]

16. Bosch, A.A.; Levin, E.; van Houten, M.A.; Hasrat, R.; Kalkman, G.; Biesbroek, G.; Piters, W.D.S.; de Groot, P.-K.C.; Pernet, P.;
Keijser, B.J.; et al. Development of Upper Respiratory Tract Microbiota in Infancy is Affected by Mode of Delivery. EBioMedicine
2016, 9, 336–345. [CrossRef] [PubMed]

http://doi.org/10.1186/s12915-019-0703-z
http://doi.org/10.1128/JB.00480-20
http://doi.org/10.1038/nrmicro.2017.14
http://www.ncbi.nlm.nih.gov/pubmed/28316330
http://doi.org/10.3389/fimmu.2018.02065
http://www.ncbi.nlm.nih.gov/pubmed/30283438
http://doi.org/10.3389/fmicb.2017.02372
http://doi.org/10.3389/fmicb.2019.00011
http://www.ncbi.nlm.nih.gov/pubmed/30745895
http://doi.org/10.1128/mBio.00245-10
http://www.ncbi.nlm.nih.gov/pubmed/21285435
http://doi.org/10.1128/AEM.01051-12
http://www.ncbi.nlm.nih.gov/pubmed/22752171
http://doi.org/10.1128/mSphere.00852-20
http://www.ncbi.nlm.nih.gov/pubmed/32907957
http://doi.org/10.3389/fmicb.2017.01613
http://doi.org/10.3390/microorganisms8050727
http://www.ncbi.nlm.nih.gov/pubmed/32414154
http://doi.org/10.1111/j.1365-2672.2012.05394.x
http://www.ncbi.nlm.nih.gov/pubmed/22788970
http://doi.org/10.1016/j.molmed.2021.03.009
http://doi.org/10.1007/s00405-020-06311-1
http://www.ncbi.nlm.nih.gov/pubmed/32860131
http://doi.org/10.1016/j.ebiom.2016.05.031
http://www.ncbi.nlm.nih.gov/pubmed/27333043


Microorganisms 2021, 9, 1324 18 of 19

17. Hasegawa, K.; Linnemann, R.W.; Mansbach, J.M.; Ajami, N.J.; Espinola, J.A.; Petrosino, J.F.; Piedra, P.A.; Stevenson, M.D.;
Sullivan, A.F.; Thompson, A.D.; et al. Nasal Airway Microbiota Profile and Severe Bronchiolitis in Infants. Pediatr. Infect. Dis. J.
2017, 36, 1044–1051. [CrossRef]

18. Wen, Z.; Xie, G.; Zhou, Q.; Qiu, C.; Li, J.; Hu, Q.; Dai, W.; Li, D.; Zheng, Y.; Wen, F. Distinct Nasopharyngeal and Oropharyngeal
Microbiota of Children with Influenza A Virus Compared with Healthy Children. BioMed Res. Int. 2018, 2018, 1–9. [CrossRef]
[PubMed]

19. Laiño, J.; Villena, J.; Suvorov, A.; Zelaya, H.; Moyano, R.O.; Salva, S.; Alvarez, S. Nasal immunization with recombinant chimeric
pneumococcal protein and cell wall from immunobiotic bacteria improve resistance of infant mice to Streptococcus pneumoniae
infection. PLoS ONE 2018, 13, e0206661. [CrossRef] [PubMed]

20. Villena, J.; Racedo, S.; Aguero, G.; Bru, E.; Medina, M.; Alvarez, S. Lactobacillus casei Improves Resistance to Pneumococcal
Respiratory Infection in Malnourished Mice. J. Nutr. 2005, 135, 1462–1469. [CrossRef]

21. Clua, P.; Tomokiyo, M.; Tonetti, F.R.; Islam, A.; Castillo, V.G.; Marcial, G.; Salva, S.; Alvarez, S.; Takahashi, H.; Kurata, S.; et al. The
Role of Alveolar Macrophages in the Improved Protection against Respiratory Syncytial Virus and Pneumococcal Superinfection
Induced by the Peptidoglycan of Lactobacillus rhamnosus CRL 1505. Cells 2020, 9, 1653. [CrossRef] [PubMed]

22. Garcia-Castillo, V.; Tomokiyo, M.; Tonetti, F.R.; Islam, A.; Takahashi, H.; Kitazawa, H.; Villena, J. Alveolar Macrophages Are Key
Players in the Modulation of the Respiratory Antiviral Immunity Induced by Orally Administered Lacticaseibacillus rhamnosus
CRL 1505. Front. Immunol. 2020, 11, 568636. [CrossRef] [PubMed]

23. Piters, W.A.A.D.S.; Jochems, S.P.; Mitsi, E.; Rylance, J.; Pojar, S.; Nikolaou, E.; German, E.L.; Holloway, M.; Carniel, B.F.; Chu,
M.L.J.N.; et al. Interaction between the nasal microbiota and S. pneumoniae in the context of live-attenuated influenza vaccine.
Nat. Commun. 2019, 10, 1–9. [CrossRef]

24. Biesbroek, G.; Bosch, A.A.; Wang, X.; Keijser, B.J.; Veenhoven, R.H.; Sanders, E.A.; Bogaert, D. The Impact of Breastfeeding on
Nasopharyngeal Microbial Communities in Infants. Am. J. Respir. Crit. Care Med. 2014, 190, 298–308. [CrossRef]

25. Lappan, R.; Imbrogno, K.; Sikazwe, C.; Anderson, D.; Mok, D.; Coates, H.; Vijayasekaran, S.; Bumbak, P.; Blyth, C.C.;
Jamieson, S.E.; et al. A microbiome case-control study of recurrent acute otitis media identified potentially protective bacte-
rial genera. BMC Microbiol. 2018, 18, 1–20. [CrossRef] [PubMed]

26. Piters, W.D.S.; Bogaert, D. Unraveling the Molecular Mechanisms Underlying the Nasopharyngeal Bacterial Community Structure.
mBio 2016, 7, e00009-16. [CrossRef]

27. Joshi, N.; Walter, J.M.; Misharin, A.V. Alveolar Macrophages. Cell. Immunol. 2018, 330, 86–90. [CrossRef] [PubMed]
28. Gomez, J.C.; Yamada, M.; Martin, J.R.; Dang, H.; Brickey, W.J.; Bergmeier, W.; Dinauer, M.C.; Doerschuk, C.M. Mechanisms of

Interferon-γ Production by Neutrophils and Its Function duringStreptococcus pneumoniaePneumonia. Am. J. Respir. Cell Mol.
Biol. 2015, 52, 349–364. [CrossRef]

29. Marqués, J.M.; Rial, A.; Muñoz-Wolf, N.; Pellay, F.-X.; Van Maele, L.; Léger, H.; Camou, T.; Sirard, J.-C.; Benecke, A.;
Chabalgoity, J.A. Protection against Streptococcus pneumoniae serotype 1 acute infection shows a signature of Th17- and
IFN-γ-mediated immunity. Immunobiol. 2012, 217, 420–429. [CrossRef]

30. Maier, B.B.; Hladik, A.; Lakovits, K.; Korosec, A.; Martins, R.; Kral, J.B.; Mesteri, I.; Strobl, B.; Müller, M.; Kalinke, U.; et al. Type I
interferon promotes alveolar epithelial type II cell survival during pulmonary Streptococcus pneumoniae infection and sterile
lung injury in mice. Eur. J. Immunol. 2016, 46, 2175–2186. [CrossRef] [PubMed]

31. LeMessurier, K.S.; Häcker, H.; Chi, L.; Tuomanen, E.; Redecke, V. Type I Interferon Protects against Pneumococcal Invasive
Disease by Inhibiting Bacterial Transmigration across the Lung. PLoS Pathog. 2013, 9, e1003727. [CrossRef]

32. Peñaloza, H.F.; Nieto, P.A.; Muñoz-Durango, N.; Salazar-Echegarai, F.J.; Torres, J.; Parga, M.J.; Alvarez-Lobos, M.; Riedel, C.A.;
Kalergis, A.; Bueno, S.M. Interleukin-10 plays a key role in the modulation of neutrophils recruitment and lung inflammation
during infection byStreptococcus pneumoniae. Immunology 2015, 146, 100–112. [CrossRef] [PubMed]

33. Pyle, C.J.; Uwadiae, F.I.; Swieboda, D.P.; Harker, J.A. Early IL-6 signalling promotes IL-27 dependent maturation of regulatory T
cells in the lungs and resolution of viral immunopathology. PLoS Pathog. 2017, 13, e1006640. [CrossRef] [PubMed]

34. Soroosh, P.; Doherty, T.; Duan, W.; Mehta, A.K.; Choi, H.; Adams, Y.F.; Mikulski, Z.; Khorram, N.; Rosenthal, P.; Broide, D.H.; et al.
Lung-resident tissue macrophages generate Foxp3+ regulatory T cells and promote airway tolerance. J. Exp. Med. 2013, 210,
775–788. [CrossRef] [PubMed]

35. Kamada, R.; Yang, W.; Zhang, Y.; Patel, M.C.; Yang, Y.; Ouda, R.; Dey, A.; Wakabayashi, Y.; Sakaguchi, K.; Fujita, T.; et al.
Interferon stimulation creates chromatin marks and establishes transcriptional memory. Proc. Natl. Acad. Sci. USA 2018, 115,
E9162–E9171. [CrossRef]

36. Wager, C.M.L.; Hole, C.; Campuzano, A.; Castro-Lopez, N.; Cai, H.; Van Dyke, M.C.C.; Wozniak, K.L.; Wang, Y. IFN-γ immune
priming of macrophages in vivo induces prolonged STAT1 binding and protection against Cryptococcus neoformans. PLoS
Pathog. 2018, 14, e1007358. [CrossRef]

37. Yao, Y.; Jeyanathan, M.; Haddadi, S.; Barra, N.G.; Vaseghi-Shanjani, M.; Damjanovic, D.; Lai, R.; Afkhami, S.; Chen, Y.; Dvorkin-
Gheva, A.; et al. Induction of Autonomous Memory Alveolar Macrophages Requires T Cell Help and Is Critical to Trained
Immunity. Cell 2018, 175, 1634–1650.e17. [CrossRef] [PubMed]

38. Netea, M.G.; Domínguez-Andrés, J.; Barreiro, L.B.; Chavakis, T.; Divangahi, M.; Fuchs, E.; Joosten, L.A.B.; Van Der Meer, J.W.M.;
Mhlanga, M.M.; Mulder, W.J.M.; et al. Defining trained immunity and its role in health and disease. Nat. Rev. Immunol. 2020, 20,
375–388. [CrossRef] [PubMed]

http://doi.org/10.1097/INF.0000000000001500
http://doi.org/10.1155/2018/6362716
http://www.ncbi.nlm.nih.gov/pubmed/30581863
http://doi.org/10.1371/journal.pone.0206661
http://www.ncbi.nlm.nih.gov/pubmed/30395582
http://doi.org/10.1093/jn/135.6.1462
http://doi.org/10.3390/cells9071653
http://www.ncbi.nlm.nih.gov/pubmed/32660087
http://doi.org/10.3389/fimmu.2020.568636
http://www.ncbi.nlm.nih.gov/pubmed/33133080
http://doi.org/10.1038/s41467-019-10814-9
http://doi.org/10.1164/rccm.201401-0073OC
http://doi.org/10.1186/s12866-018-1154-3
http://www.ncbi.nlm.nih.gov/pubmed/29458340
http://doi.org/10.1128/mbio.00009-16
http://doi.org/10.1016/j.cellimm.2018.01.005
http://www.ncbi.nlm.nih.gov/pubmed/29370889
http://doi.org/10.1165/rcmb.2013-0316OC
http://doi.org/10.1016/j.imbio.2011.10.012
http://doi.org/10.1002/eji.201546201
http://www.ncbi.nlm.nih.gov/pubmed/27312374
http://doi.org/10.1371/journal.ppat.1003727
http://doi.org/10.1111/imm.12486
http://www.ncbi.nlm.nih.gov/pubmed/26032199
http://doi.org/10.1371/journal.ppat.1006640
http://www.ncbi.nlm.nih.gov/pubmed/28953978
http://doi.org/10.1084/jem.20121849
http://www.ncbi.nlm.nih.gov/pubmed/23547101
http://doi.org/10.1073/pnas.1720930115
http://doi.org/10.1371/journal.ppat.1007358
http://doi.org/10.1016/j.cell.2018.09.042
http://www.ncbi.nlm.nih.gov/pubmed/30433869
http://doi.org/10.1038/s41577-020-0285-6
http://www.ncbi.nlm.nih.gov/pubmed/32132681


Microorganisms 2021, 9, 1324 19 of 19

39. Albarracin, L.; Garcia-Castillo, V.; Masumizu, Y.; Indo, Y.; Islam, A.; Suda, Y.; Garcia-Cancino, A.; Aso, H.; Takahashi, H.;
Kitazawa, H.; et al. Efficient Selection of New Immunobiotic Strains With Antiviral Effects in Local and Distal Mucosal Sites by
Using Porcine Intestinal Epitheliocytes. Front. Immunol. 2020, 11, 543. [CrossRef]

40. Tonetti, F.R.; Arce, L.; Salva, S.; Alvarez, S.; Takahashi, H.; Kitazawa, H.; Vizoso-Pinto, M.G.; Villena, J. Immunomodulatory
Properties of Bacterium-Like Particles Obtained From Immunobiotic Lactobacilli: Prospects for Their Use as Mucosal Adjuvants.
Front. Immunol. 2020, 11, 15. [CrossRef]

http://doi.org/10.3389/fimmu.2020.00543
http://doi.org/10.3389/fimmu.2020.00015

	Introduction 
	Materials and Methods 
	Microorganisms 
	Animals and Experimental Infection 
	Broncho-Alveolar Lavage (BAL) Sampling 
	Lung Tissue Injury Studies 
	Determination of Cell Populations 
	Primary Cultures of Alveolar Macrophages 
	Cytokine Concentrations in BAL and Culture Supernatants 
	Analysis of Alveolar Macrophages by Flow Cytometry 
	In Vivo Depletion of Alveolar Macrophages 
	Statistical Analysis 

	Results 
	The Respiratory Commensal Bacteria D. pigrum Improve Resistance to Pneumococcal Infection in a Strain-Dependent Manner 
	D. pigrum 040417 Differentially Modulates the Respiratory Innate Immunity against S. pneumoniae 
	D. pigrum 040417 Differentially Modulates the Activation of Alveolar Macrophages 
	D. pigrum 040417 Modulates Alveolar Macrophages Cytokine Production 
	The Depletion of Alveolar Macrophages Significantly Affects the Ability of D. pigrum 040417 to Protect against Pneumococcal Infection 

	Discussion 
	References

