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Supplementary Materials:

MM grou _strain/sample I3 st Country __ompAGemctpe  wist__nefrence
Pattacne reference suaine sscomcis poitane sk * 2 Sscmseetal 2008
pgeon rance 5 [Ee—
fldstrain with yping dota st petacine France A npuplished it
sesans parrot rance A 2 Sacnseetsl, 2009
w062 unkooun rance A 2 Sachseetal, 2009
s parror e A Sachseetal, 2000
8512008 parror e A Sachseetal, 2000
60191 poitacine  France A Sachseetal, 2000
asaa0 parskeat rance 2 Sachseatal, 2009
P parskest France A Sachseatal, 2009
s parskest France A Sachseatal, 2009
92930 parskest France A Sachseatal, 2009
00057 parakest France A Sachseetal, 2000
00475 parror France A Sachseetal, 2000
010045 parror e 2 Sachseatal, 2009
5011404 parror rrance 2 S sachsestal, 2000
012037 parror rance 2 Sachsestal, 2009
04862 pitacine France 5 2 unpublished s
15189 petacine France 5 2 unpublished s
16047 parrot rance A Sachseatal, 2009
951330 parrot rance A Sachseatal, 2009
75075 petacine France A npplished it
7675 porskest france X Sachseetal, 2000
w7627 I A Sachseetal, 2000
sso parror France A Sachseetal, 2000
990923 parskeat rance 2 Sachseatal, 2009
99815771 parror rrance a schsetal. 200
o00ns poitscne  rance x npublished dats
o00are peitacine France A npublished das
ey peitacine France A npublished das
01268 petacine  France A -
o050 petacine France A npuplished it
o505 budgergar  France A Sachseatal, 2009
054098 st ance A Sachseetal, 2000
osoim poitacine  France X npublished data
os0ss2 poitacine  France X npublished data
coros bt Gemany A 2 sy
omci e Geumany A P
owas petacine Germany A 2 sy
fldstains without ping doa 966274 petacine France
s7an poitacine  France
7044 poitacine  France
ssoas poitsdne rance
991394 petacine  France
e petacine  France
o0sas2 petacine France
33227 pitacine Fance
on2688 petacine Fance
100485 petacine France
101735 petacine__rance
cinical samles 101735 petacineFrance
a0 poitacine  France
173009 poitscine _rance
(X 5 x Europe < 28 Seemestal 2008
feldstrain with yping doa 942306 auck France B 27 sachseetal, 2000
o525 auck France B 8 sachseetal, 2000
os.ass1 auck France 3 8 sachseetal, 2000
o555 ak France o Sachsectal, 2000
s ak France o Sachseetal, 2000
o581 ank France o 3 sachseetal, 2009
o558 ank France o Sachsetol, 2009
051683 hman Fance ® 3 sachsectol, 2009
10139828 ibis France 13 28 Vorimorestal, 20
101000 auck France B npublishe ta (dentica 0 06.659)
oy shee  Germany 3 Sachseatal, 2008
o7 poulty  france 8 wissudy
08262613 auck France 2 wissudy
os2s26.14 auck france 28w sy
Teldsuains wiboutyeing dos 045006 auck France
0555317 ak France
072362 ack France
082350 ank France
101393 ank France
imcalsamples 15460/ mateswan Poland Stymariska Crerwitka etal, 2017
155308 mateswan  oland Stymariska Crerwitiia etal, 20173
15418 wose ol
158373 ek poland Stymarska-Crerwista etal, 20175
161260 M hman france
16126000 hman france
1126002 hman france
175203 hman france
20084 hman france
T —— @ pcon Usn O 27 Seersestal 2008
o e s ¢ 35 Sachseetol, 2008
i hman U . Sachsetal, 2008
eld srains wit typing data 012617 Bason  Fance O 55 sachwectal, 2009
oresss dove France o Sachseatal, 2009
112516 pgeon rance o Sachseatal, 2009
se13210 pgon rance € 35 Sacnsetal, 2009
srsam petacine  france € Sachseetal, 2000
o503 pgeon France € Sachseetal, 2000
09295 55 peon rance o Gasparinietal, 2011
09295 )58 pgeon france 6 Gasparini etal, 2011
092959 peon rance o Gasparinietal, 2011
09295 wez2 pgeon rance o Gosparinietal 2011
09295 w33 pgeon  Fance 0 Gosparini etal 2011
09336 P08 pigeon France o Gosparinietal 2011
os.a7113 pgeon rance o Gasparini et 2011
09489 55 pgeon rance o Gasparini el 2011
09489 17 pgeon rance o Gasparini el 2011
09489 s pgeon France 6 Gasparini et 2011
09489 Mon13  pigeon  France 6 Gasparini et 2011
09436 FRI0  pigeon France 6 Gasparini e, 2011
09496 PRI pigeon  France 5 Gasparini etal, 2011
09584 vana peon rance o Gaspariniatal, 2011
09589510 peon rance 6 Gasparinietal, 2011
09928 pgeon rance " Gasparinietal 2011
10743 501 pson Fance " Gasparini etal 2011
10881 522 pgeon rance o Gasparin el 2011
10765020 pgeon rance o Gasparini el 2011
1070508 peon rance o Gasparini el 2011
107435033 pgeon France 6 Gasparini et 2011
10743 5082 pgeon France 6 Gasparini el 2011
108815082 pgeon France 6 Gasparini el 2011
10883 127 pgeon France 5 Gasparini etal, 2011
101048506 pigeon rance 5 Gasparinietal, 2011
om0c e Gemany € i s
owcn pigeon Germany o s sy
os0crs pgeon Germany o s sy
110cas piseon Germany 1 s sy
fldstrsins without ping dota 10,2168 pigeon_rance
cinical samles 15013 hoodecrow Potand Stymaska Caerwiia etal, 20172
155702 Biackhesdd Potand Stymariska Crerwitiia etal, 20173
10765000 pgeon France
10743 522" pgeon France
10743 sc20° peon rance
10703 528" peon rance
10743 sc33° peon rance
1021680 pgson  Fance
161261 hman Fance
201105 036 hman Fance
203105 p03s human___france
Wy relerencestans o ke Uk o B seeectal 2008
Vetits feid st bping da 5005 horse Germany e 5 wermingetal, 2000
19,5617 1080 K12016 human __sweeden 28 wissugy
ViWEE e WE6070057 ket Canada e 31 Sschsectal 2008
fldstrain wit yping data seci1 e Gemany w6 i sy
cinical samles 12.2050_poss romnant rance ws6. s sy
121950 woa e brance w6 shis stugy
VLVSIE5 eterencosan potacne Uk Frvzs 06 saomeetn
VILWE relerence stain wcorocss cotle e 32 sechwectal, 2008
eldsrsin with tping dat e fomar___raroe iands 197

Supplementary Data 1. PCR-HRM clustering of reference strains, field strains and clinical samples from human and

animal origin. Available genotype and/or MLST results are indicated.




Strain

Accession number

Chlamydia psittaci 01DC11
Chlamydia psittaci 01DC12
Chlamydia psittaci 02DC14
Chlamydia psittaci 02DC15
Chlamydia psittaci 02DC16
Chlamydia psittaci 02DC18
Chlamydia psittaci 02DC21
Chlamydia psittaci 02DC22
Chlamydia psittaci 02DC23
Chlamydia psittaci 02DC24
Chlamydia psittaci 03DC29
Chlamydia psittaci 03DC35
Chlamydia psittaci 04DC42
Chlamydia psittaci 06-1683

Chlamydia psittaci 08-2626 L3

Chlamydia psittaci 08DC60
Chlamydia psittaci 09DC77
Chlamydia psittaci 09DC78
Chlamydia psittaci 09DC79
Chlamydia psittaci 09DC80
chlamydia psittaci 6BC
Chlamydia psittaci 84/55

Chlamydia psittaci 84-8471/1

Chlamydia psittaci 99DC5
Chlamydia psittaci AMK
Chlamydia psittaci C1/97
Chlamydia psittaci C19/98
Chlamydia psittaci C6/98
Chlamydia psittaci Cal10
Chlamydia psittaci CB3
Chlamydia psittaci CB7
Chlamydia psittaci CP3
Chlamydia psittaci CRO09
Chlamydia psittaci DD34
Chlamydia psittaci Fa An
Chlamydia psittaci Fr Da
Chlamydia psittaci Ful 127
Chlamydia psittaci GR9
Chlamydia psittaci H)

Chlamydia psittaci Ho Re lower
Chlamydia psittaci Ho Re upper

Chlamydia psittaci Horse pl
Chlamydia psittaci M56
Chlamydia psittaci Mat116
Chlamydia psittaci MN
Chlamydia psittaci NJ1
Chlamydia psittaci Po An
Chlamydia psittaci RD1

Chlamydia psittaci str. Frances

Chlamydia psittaci UGA
Chlamydia psittaci VS225
Chlamydia psittaci WC

Chlamydia psittaci WS/RT/E30

Chlamydia psittaci Zo Pa

GCA_000415525.1
GCA_000317995.1
GCA_000417565.1
NC_019391.1
GCA_000415565.2
GCA_000415585.1
GCA_000415605.1
GCA_000415625.1
GCA_000415645.1
GCA_000417585.1
GCA_000415665.1
GCA_000415825.1
GCA_000415685.2
GCA_000415845.1
GCA_000417825.1
NC_017290.1
GCA_000415725.1
GCA_000415745.1
GCA_000417605.1
GCA_000415765.1
NC_017287.1
CP003790.1

GCA_000417845.2
GCA_000415785.1
CP047319
GCA_000417655.1
NC_017291.1
GCA_000417675.1
GCA_000204175.2
GCA_000687415.1
GCA_000687395.1
CP003797.1
GCA_001714575.1
GCA_001401465.1
GCA_001714505.1
GCA_001714565.1

NZ_CP033059.1

NC_018620.1
GCA_000786005.2

CP025423
NC_018623.1
CP002744.1
NC_018627.1
NC_018626.1
GCA_001736045.1
FQ482149.1
Chlamydia psittaci Rostinovo-70 CP041038

GCA_001735985.1
GCA_001736055.1

GCA_001401485.1

GCA_001563055.1
CP003793.1

NC_018624.1
NC_018622.1
GCA_001714585.1

Supplementary Data 2. NCBI accession numbers of the 55 C. psittaci strains used in this study.

SNP for each group
Group | Group Allele of the Tmvalues Allele of the Tm values
(Psittacin  Group Il Group Ill Group IV GroupV Group VI Group VIl Al respective ) other )
SNP No. Associated Group e) (Duck) (Pigeon) (Turkey) (M56) (Matll6) (VS225) (WC) subtype subtypes
1 Group I_Psittacine T C C c c c c c T 76,36 +0,01 c 76,65 +0,02
2 Group Il_Duck T (o] T T T T T T C 76,30 +0,07 T 75,79 +0,09
3 Group llI_Pigeon A A G A A A A A G 76,11+0,03 A 75,50 £0,04
4 Group IV_Turkey C C C T C C C C T 75,19 +0,09 C 75,82+0,11
5 Group V_M56 C C o] C T C C o] T 74,83+0,12 ¢ 75,29+0,12
6 Group VI_Mat116 T T T T T (o] T T c 76,16 +0,13 T 75,58 +0,09
7 Group VII_VS225 A A A A A A G A G 76,298 £0,10 A 75,358+ 0,09
8 Group VIII_WC G G G G G G G A A 76,29 +0,07 G 77,12£0,07

Supplementary Data 3. Melting temperature (Tm) values for each SNP. Values were determined for the respective con-

trols tested 6 times.



11 14 15 14 13 11 13 Chamyoia pstaci sir. Frances
11 14 11 14 13 11 13 Chamydapsttaci 010C12

17 17 17 18 13 12 16 Chamydia psittacl MS6

1S 16 13 16 1S 10 15 Chamydia psitaci NJ1

e s ¢ 3 5 8 88 3 1 %%
12 13 18 13 68 9 10 Chamydia psittaci VS225
12 13 13 13 13 13 10 Chamydia psittaci WC
— 33 13 11 13 13 9 10 Chamydia psttaci Mat116
— 74 13 11 13 13 9 10 ChamydiapsittaciZoPa
10 13 11 13 13 9 10 Chamydiapsittaci 01DC11
10 13 11 13 13 9 10 Chamydapsittaci 020C14
10 13 11 13 13 9 10 Chamyda psittacl 020C1S
10 13 11 13 13 9 10 Chamyda psitacl 020C16
10 13 11 13 13 9 10 Chamyda psittaci 020C18
10 13 11 13 13 9 10 Chamyda psittaci 020C21
10 13 11 13 13 9 10 Chamydapsittacl 020C22
10 13 11 13 13 9 10 Chamydapsttaci020C23
10 13 11 13 13 9 10 Chamyda psittaci 020C24
10 13 " 13 1 9 10 Chiamydia psittaci 030C29
10 13 11 13 13 9 10 Chamyda psittaci 03DC3S
10 13 11 13 13 9 10 Chamyda psittacl 04DC42
10 13 11 13 13 9 10 Chamydia psittacl 08DCED
10 13 11 13 13 9 10 Chamydia psittaci 68C
10 13 11 13 13 9 10 Chamydia psittacl 84-8471/1
10 13 11 13 13 9 10 Chamydia psittaci C19/98
10 13 11 13 13 9 10 Chamydia psittaci C6/98
10 13 11 13 13 9 10 Chamyda psittaci Cal10
10 13 11 13 13 9 10 Chamydapsitaci CB3
10 13 11 13 13 9 10 Chamydia psittaci CB7
10 13 11 13 13 9 10 Chamydia psitacl CR0O09
10 13 11 13 13 9 10 Chamydiapsittaci D034
] 10 13 11 13 13 9 10 ChamydapsttaciFaAn
10 13 11 13 13 9 10 Chamydiapsittaci FrDa
10 13 11 13 13 9 10 Chamyda psittacl Ho Re lower
10 13 11 13 13 9 10 Chamydia psittacl Ho Re uppel
10 13 11 13 13 9 10 Chamydia psittact Horse_pl
10 13 11 13 13 9 10 Chamydia psittaci PoAn
L 10 13 11 13 13 9 10 Chamydia psittaci RO1
10 13 11 13 13 9 10 Chamydiapsittacl UGA
| ] L 10 13 1 13 7N 9 10 Chamydia psittacl 990CS
— 10 13 6 13 13 9 10 Chamydia psittaci Ful 127
12 13 11 13 13 9 12 Chamyda psitacl 06-1683
12 13 11 13 13 9 12 Chamydia psttacl 08-2626_L3
- 12 13 11 13 13 9 12 Chamydia psittacl AMK
13 11 13 13 9 12 Chamydapsitacl C1/97
12 13 11 13 13 9 12 Chamydiapsittaci GRS
12 13 11 13 13 9 12 Chamydiapsittacl 7
12 13 11 13 13 9 12 Chamyda psittacl WS/RT/ED
10 13 18 13 13 11 10 Chamydia psittaci 84/SS
| 1 14 15 13 13 9 13 Chiamydia psittacl 030C77
11 14 15 13 13 9 13 Chamydiapsitaci 030C78
11 14 15 13 13 9 13 Chamydiapsittaci 030C79
-| 11 14 15 13 13 9 13 Chamydiapsitacl 030CE0
n" 14 15 14 13 9 11 Chiamydia psittaci CP3
11 14 15 14 13 11 13 Chamydia psittaci HJ
_E 11 14 15 14 13 11 13 Chamydia psttaci MN

Supplementary Data 4. MLST-based tree determined from ST of the 55 C. psittaci strains used for the SNP determination.
The tree was built using BioNumerics software with the parameter “categorical values” to calculate the similarity matrix
and UPGMA to reconstruct the tree.



