Supplementary Table S1. qRT-PCR primer used in this study

Gene name  Primer Sequence (5°-3°) References
ScGAPDH  GAPDH-F1 CTCTGCCCCAAGCAAAGATG Singh et al. [2019]
(1]
GAPDH-R1 TGTTGTGCAGCTAGCATTG
SuDREB ScDREB2A-F CAGTGTTGCCAACGGTTCAT Reis et al. [2014] [2]
ScDREB2A-R  GTAGCGGATCAAAACCACTTTGT
SuCAT SuCAT-F CTTGTCTGGAGCACATACACTTGGA Chen et al. [2012]
(3]
SuCAT-R TTCTCCGCATAGACCTTGAACTTTG
SuSOD SuSOD-F TTTGTCCAAGAGGGAGATGG Jain et al. [2015] [4]
SuSOD-R CTTCTCCAGCGGTGACATTT
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Supplementary Table S2. Morphological and biochemical characteristics of the isolate

Phenylalanine deamination
Nitrate Reduction

Lysine utilization

ASN-1
Tests Isolate ASN-1
Gram reaction +
Shape Rod
Motility +
Endospore -
NacCl tolerance (%) 15
pH tolerance 10
Temperature tolerance 50
Catalase +
Oxidase +
Citrate utilization +
Methyl red +
Indole +
+
+
+

Voges Proskauer's

Ornithine utilization

H2S production
‘+’ positive for test; ‘- ‘negative for test




Supplementary Table S3: Number of substrates utilized by the strain ASN-1.

Chemical Guild Total number of Substrates Strain ASN-1
Sugars 27 15
Chemical sensitivity 23 13
Acidic pH 2 02
Sodium Chloride 3 03
Lactic acid 1 00
Hexose-PO4 2 02
Amino acid 9 09
Hexose acid 9 07
Reducing Sugar 2 02
Carboxylic acids, esters and

18 07

fatty acids




Supplementary Table S4: Substrate present in each well of Biolog Micro-Plate

Biolog well Serial No. Carbon sources (GNIII)
Al Negative Control
A2 Dextrin
A3 D-Maltose
A4 D-Trehalose
A5 D-Cellobiose
A6 Gentiobiose
A7 Sucrose
A8 D-Turanose
A9 Stachyose
Al10 Positive Control
All pH6
Al2 pHS5
B1 D-Raffinose
B2 o-D-Lactose
B3 D-Melibiose
B4 B-Methyl-D-Glucoside
B5 D-Salicin
B6 N-Acetyl-D-Glucosamine
B7 N-Acetyl-f-DMannosamine
B8 N-Acetyl-D-Galactosamine
B9 N-AcetylNeuraminic Acid
B10 1% NaCl
Bl11 4% NaCl
B12 8% NaCl
Cl o-D-Glucose
C2 D-Mannose
C3 D-Fructose
C4 D-Galactose
Cs 3-Methyl Glucose
Co6 D-Fucose
C7 L-Fucose
C8 L-Rhamnose
C9 Inosine
C10 1% Sodium Lactate
Cl1 Fusidic Acid
Cl2 D-Serine
D1 D-Sorbitol
D2 D-Mannitol
D3 D-Arabitol
D4 myo-Inositol
D5 Glycerol
D6 D-Glucose-6-PO4
D7 D-Fructose-6-PO4
D8 D-Aspartic Acid
D9 D-Serine
D10 Troleandomycin
D11 Rifamycin SV
D12 Minocycline
El Gelatin
E2 Glycyl-L-Proline




E3 L-Alanine

E4 L-Arginine

ES L-Aspartic Acid

E6 L-Glutamic Acid

E7 L-Histidine

E8 L-Pyroglutamic Acid

E9 L-Serine

E10 Lincomycin

Ell Guanidine HCI

E12 Niaproof 4

F1 Pectin

F2 D-Galacturonic Acid

F3 L-Galactonic Acid Lactone
F4 D-Gluconic Acid

F5 D-Glucuronic Acid

Fo6 Glucuronamide

F7 Mucic Acid

F8 Quinic Acid

F9 D-Saccharic Acid

F10 Vancomycin

F11 Tetrazolium Violet

F12 Tetrazolium Blue

Gl p-Hydroxy- Phenylacetic Acid
G2 Methyl Pyruvate

G3 D-Lactic Acid Methyl Ester
G4 L-Lactic Acid

G5 Citric Acid

Go6 o-Keto-Glutaric Acid

G7 D-Malic Acid

G8 L-Malic Acid

G9 Bromo-Succinic Acid
G10 Nalidixic Acid
Gl1 Lithium Chloride
GI12 Potassium Tellurite

Hl1 Tween 40

H2 v-Amino-ButryricAcid
H3 a-Hydroxy- Butyric Acid
H4 B-Hydroxy-D,LButyricAcid
H5 a-Keto-Butyric Acid

Ho6 Acetoacetic Acid

H7 Propionic Acid

HS Acetic Acid

H9 Formic Acid
H10 Aztreonam
Hl11 Sodium Butyrate

HI12 Sodium Bromate




