Table S1. Primers used in this study

Name Forward (5'—3") Reverse (5'—3")
aroC GGCACCAGTATTGGCCTGCT CATATGCGCCACAATGTGTTG
dnaN CCGATTCTCGGTAACCTGCT CCATCCACCAGCTTCGAGGT
hemD GTGGCCTGGAGTTTTCCACT GACCAATAGCCGACAGCGTAG
hisD GTCGGTCTGTATATTCCCGG GGTAATCGCATCCACCAAATC
purE CGCATTATTCCGGCGCGTGT CGCGGATCGGGATTTTCCAG
SsucA AGCACCGAAGAGAAACGCTG GGTTGTTGATAACGATACGTAC
thrA ATCCCGGCCGATCACATGAT CTCCAGCAGCCCCTCTTTCAG
CRISPR1? GATGTAGTGCGGATAATGCT GGTTTCTTTTCTTCCTGTTG
GATGATATGGCAACAGGTTT
CRISPR2 ACCAGCCATTACTGGTACAC ATTGTTGCGATTATGTTGGT

®The two reverse primers of CRISPR1 were added together with the forward primer to amplify CRISPR1



Table S2. List and nucleotide sequence of CRISPR spacers

Spacer No.

CRISPR1

CRISPR2

5513

1

2

10
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AGAGGTGTACACACTGTCGGCCTTTTG

CACCTTAGCGACGAAATTAAAACCGAGCTCAC

GCTTTGCCCCATGCGTCCAGATCTTCAACGGG

AGAAAATTATCACTGACGAGTGACAATAACTC

GGAGGTGATCCGGGATTTAAACAAAATGATTA

GGTTTACAGACCTCAATAAAAAGACGGCAGGC

GTCAGCGCCGGCGATTGGGCCGCCGATTTTGT

AATGCAATTTCCTGACTCCCCTAACCTCAAGG

AAGTACCGGCAAGTGTGGTAGCGAAGGTTATG

GCGCTTGATCTCCCGTTATCTAAGGGCCAATC

GCATCGGTGGCGCTGGCCAGTTCAAAAATACG

CTCAAACGAACGCAGTATTTGATCGGATGTTT

TCGTAGTCTTCCGGGTAGGCGTTTTCATCCGG

TCTTTATCAGCTAACCATTTCCAGAACTCGTC

GCGAGCGTTTTGGGTGGCACAAAATCCCCGAG

GTAACTTAATAAGGTCCTGGACATTAA G

AGTGCCGATGCGCGGTATCTGGGGAATTTCGC

ATAAAGGTCGGGGACGATATTGTTACCTGGTG

GGTGGAATCGCGCAAAACTTTGTTTGTTTCCG

GGGTACTGACAATAGTACAAATAAAAAAAACG

TCGACCAAACCAAAGTGTGAGAATCCTGTATA

GG GGCTATCTGAGCGGCGTCCGCCGCCG

TGACGCTGGACGAGGCGAGTTCTTTCCCCGGA

ATCATAACGGT ACATATAAGAAGTTGC

TCCACGATGCCGGCAAGCTCCCGGTCGAGCCG

TGCCAGGCGTGGGGTTATGACAATGCTGAGGC

AACAATCAGGTTAGTTCGAATAGCCAGCAACG
GGGTTCGTTAGCGGGATCTGGTTGCTGCGCCA

CGTTGCTGGCTATTCGAACTAACCTGATTGTT

GCCTCAGCATTGTCATAACCCCACGCCTGGCA

CGGCTCGACCGGGAGCTTGCCGGCATCGTGGA

GCAACTTCTTATATGTAAAAAACCGTTATGAT

TCCGGGGAAAGAACTCGCCTCGTCCAGCGTCA

CGGCGGCGGACGCCGCTCAGATAGCCAAAACC

TATACAGGATTCTCACACTTTGGTTTGGTCGA

CG TTTATTTGTACTATTGTCAGTACCC

CGGAAACAAACAAAG GCGCGATTCCACC

CACCAGGTAACAGTATCGTCCCCGACCTTTAT

GCGAAATTCCCCAGATACCGCGCATCGGCACT

CAAAATTAATGTCCAGGACCTTATTAAGTTAC

CTCGGGGA GTGCCACCCAAAACGCTCGC

GACGAGTTCTGGAAATGGTTAGCTGATAAAGA
CCGGATGAAAACGCCTACCCGGAAGACTACGA



