Supplementary figures

Figure S1: Rarefaction plot of all samples used in this study showing sufficient sequencing depth at 16,255 reads/sample.
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Figure S2: PCoA plot representing the gene expression of both gut and skin samples of all fish used in this study.
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Figure S3: Gut global bacterial community changes associated with gut enteritis. PCoA plot based on the unweighted Unifrac distance matrix.
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Figure S4: Skin global bacterial community changes associated with gut enteritis. PCoA plot based on the unweighted Unifrac distance matrix.
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Figure S5: Boxplot representing the Pielou’s evenness in the gut microbiota for the different health status. Statistical differences were assessed using a Kruskall-Wallis test.
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Figure S6: Boxplot representing the Chao1 richness in the gut microbiota for the different health status. Statistical differences were assessed using a Kruskall-Wallis test.
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Figure S7: Boxplot representing the Pielou’s evenness in the skin microbiota for the different health status. Statistical differences were assessed using a Kruskall-Wallis test.
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Figure S8: Boxplot representing the Chao1 richness in the skin microbiota for the different health status. Statistical differences were assessed using a Kruskall-Wallis test.
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Figure S9: Representation of genes involved in the ECM-receptor interaction pathway in the fish at the late stage of the disease. Genes in red were upregulated, in blue were downregulated and in green were not statistically differentially expressed.


[image: ]
image7.png
0.8

o
>

Pielou's Evenness
o
S

o
N

o

healthy

early
Health status

late





image8.png
£D3
1600 *

N
3
3

800

Chao1 Richness

400

healthy early late
Health status




image9.png
ECM-RECEPTOR INTERACTION

ECM  negin £ Integrin ECM  negin ECM  Prowoglycan
VLA poteins VLA poteins
-\yj_l ar -\
= -
[
Npnt /

OPN [l a7

roteis

04512700119
{c) Kanehisa Laboratories





image1.png
10000 12000 14000 16000

a0
‘Sequencing Depth




image2.png
PC2: 7% variance

60~

40-

20-

0 40
PC1: 90% variance

sample_type
® cu
A sin

condition

® cary
® healthy
® e

S




image3.emf



−0.2



0.0



0.2



0.4



−0.2 0.0 0.2 0.4
PC1:  22 %



P
C



2:
  1



4 
% HealthStatus



healthy
early
late










−0.2

0.0

0.2

0.4

−0.2 0.0 0.2 0.4

PC1:  22 %

P

C

2

:

 

 

1

4

 

%

HealthStatus

healthy

early

late


image4.emf



−0.2



−0.1



0.0



0.1



0.2



−0.25 0.00 0.25
PC1:  23 %



P
C



2:
  8



 % HealthStatus
healthy
early
late










−0.2

−0.1

0.0

0.1

0.2

−0.25 0.00 0.25

PC1:  23 %

P

C

2

:

 

 

8

 

%

HealthStatus

healthy

early

late


image5.emf



0.0



0.2



0.4



0.6



0.8



healthy early late
Health status



P
ie



lo
u'



s 
E



ve
nn



es
s










0.0

0.2

0.4

0.6

0.8

healthy early late

Health status

P

i

e

l

o

u

'

s

 

E

v

e

n

n

e

s

s


image6.emf



25



50



75



healthy early late
Health status



C
ha



o1
 R



ic
hn



es
s










25

50

75

healthy early late

Health status

C

h

a

o

1

 

R

i

c

h

n

e

s

s


