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Figure S1.Morphological characteristics of strain XN-10. (a) Colony morphology of strain
XN-10. (b) Scanning electron micrograph of strain XN-10.



Figure S2. The residual amount of OHHL at different times detected by HPLC. Panel A is
MSM with OHHL alone as a control group; Panels B, C, D, E, and F are the remaining OHHL
after utilization by strain XN-10 at 0, 1, 2, 3, and 4 days, respectively.
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Figure S3. Full scan mass spectrum of the AHL degradation products by strain XN-10. a: 12 h;
b: 24 h. A: Compound A; B: Compound B; C: Compound C.
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Figure S4. Mass spectra of AHL degradation products by strain XN-10. (a) AHL; (b)
N-cyclohexyl-propanamide; and (c) Pentanoic acid, 4-methyl, methyl ester.

a

b

c



20 40 60 80 100 120 140 160 180 200 220 240 260 280
0

2000

4000

6000

8000

m/z-->

Abundance

Scan 445 (3.518 min): 7.D\data.ms
143.0

57.1

99.1

170.1 199.179.0 281.037.0 122.0 253.0221.1

20 40 60 80 100 120 140 160 180 200 220 240 260 280
0

2000

4000

6000

8000

m/z-->

Abundance

#64111: N-Hexanoyl-DL-homoserine lactone
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Figure S5. Mass spectra of degradation products of AHL by strain XN-10 in the NIST library
database. A: AHL; B: N-cyclohexyl-propanamide; and C: Pentanoic acid, 4-methyl, methyl
ester.
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