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Figure S1. Bioinformatics workflow analysis.



Table S1. Category, subcategory, gene name, number of sequences of PGPR traits, siderophore production,
phosphate solubilization, nitrogen fixation, nodulation, plant hormone production, nitrification, and
secretion systems manually compiled using the public resources UniProt (Chen et al., 2017) and KEGG [1].

Number of

Catego Subcatego SubSubcatego Gene sequences Date

Hormones IAA Synthesis aam 242 20/04/2018
Hormones ACC Deaminase Synthesis acdS 7163 20/04/2018
Hormones IAA Synthesis aldH 571 20/04/2018
Siderophore Transport Desferrioxamine  BfrH 31 19/04/2018
Siderophore Transport Desferrioxamine ~ DesA 798 19/04/2018
Siderophore Synthesis Desferrioxamine ~ DesB 21 19/04/2018
Siderophore Synthesis Desferrioxamine ~ DesC 241 19/04/2018
Siderophore Synthesis Desferrioxamine ~ DesD 37 19/04/2018
Siderophore Synthesis Enterobactin EntA 365 19/04/2018
Siderophore Synthesis Enterobactin EntB 494 19/04/2018
Siderophore Synthesis Enterobactin EntC 448 19/04/2018
Siderophore Synthesis Enterobactin EntD 182 19/04/2018
Siderophore Synthesis Enterobactin EntE 1379 19/04/2018
Siderophore Synthesis Enterobactin EntF 958 19/04/2018
Siderophore Transport Enterobactin EntS 840 19/04/2018
Nutrients Nitrogen fixation Synthesis fdxN 96 19/04/2018
Siderophore Transport Ferrichrome FecA 842 19/04/2018
Siderophore Transport Ferrichrome FecB 572 19/04/2018
Siderophore Transport Ferrichrome fecC 326 19/04/2018
Siderophore Transport Ferrichrome FecD 1010 19/04/2018
Siderophore Transport Ferrichrome FecE 1743 19/04/2018
Siderophore Transport Enterobactin FepA 635 19/04/2018
Siderophore Transport Enterobactin FepB 366 19/04/2018
Siderophore Transport Enterobactin FepC 380 19/04/2018
Siderophore Transport Enterobactin fepD 518 19/04/2018
Siderophore Transport Enterobactin FepE 232 19/04/2018
Siderophore Transport Enterobactin FepG 443 19/04/2018
Adaptation T6SS Synthesis Fha 28 20/04/2018
Siderophore Transport Enterobactin FhuA 1228 19/04/2018
Siderophore Transport Ferrichrome FhuB 781 19/04/2018
Siderophore Transport Ferrichrome FhuC 1405 19/04/2018
Siderophore Transport Ferrichrome FhuD 713 19/04/2018
Siderophore Transport Desferrioxamine ~ FhuE 336 19/04/2018
Siderophore Transport Desferrioxamine ~ FoxA 166 19/04/2018
Siderophore Transport Desferrioxamine  FoxR 12 19/04/2018

Siderophore Transport Pyochelin FptA 150 19/04/2018
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Table S2. Specific root area (SRA), specific root length (SRL), average of root diameter (AvD), and specific
root density (RDENS) of Sorghum cultivar SRN-39 inoculated with P. tropica IAC/BECa 135 strain and H.

frisingense IAC/BECa 152 strain extracted from Schlemper et al. [39].

Strain SRA (cm?/g) SRL (cm/g) AvD (mm) RDENS
(cm?/g)
Control 847.29 +44.46 a 687.39 + 66.85 a 0.40+0.02a 0.12+0.00 a
IAC/BECa 135 1016.59 + 59.11a 882.89+91.54 a 0.38+0.02a 0.11+0.01a
IAC/BECa 152 914.74 +50.78 a 802.62 +69.77 a 0.37+0.01 a 0.12+0.00 a

Values are means of replicates (n = 6) + (SE). For each parameter, letters compare (in a column) the means
between the bacterial inoculum treatments. Means followed by the same letter are not statistically different

according to Duncan’s test (P < 0.05).



Table S3. Summary of raw sequences processed and QC filtering from the metagenome samples.

Pt-1 Pt-2 Pt-3 Hif-1 Hf-2 Hf-3
Initial 3,438,848 3,163,810 3,193,606 3,496,096 3,069,472 3,316,080
reads
Total 1,008 926 935.7 1,024.3 900.7 972.9
(Mb)
Average 293.1 292.7 293 293 293 293.4
length
(bp)
Post QC 3,090,758 2,910,710 2,859,224 2,872,270 2,544,130 2,861,010
reads
Post QC 741.8 695.7 686.2 692.2 613.1 692.4
total (Mb)
Post QC 240 239 240 241 241 242
average
length

(bp)

C-1
3,152,220

9229

292.8

2,869,590

694.4

242

C-2
3,170,522

923.9

2914

2,917,002

703

241

C3
3,178,072

928.2

292.1

2,882,516

700.5

243

Pt: P. tropica IAC/BECa 135 strain; Hf: H. frisingense IAC/BECa 152 strain; C: control
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8  Figure S2. PCA analysis of the taxonomic classification at species level. A) PCA plot of the species
9  abundance over all samples. B) Species contribution to PCA1. C) Species contribution to PCA2. Analysis
10  was performed using the standard prcomp() function in R.
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Table S4. Number of PGPR gene homologues identified in the genomes of P. tropica IAC/BECa 135 strain
and H. frisingense IAC/BECa 152 strain using a manually compiled PGPR database (e-value >1e-102).

Category Subcategory Genes Numeber of genes

H. frisingense B.tropica
Hormones ACC deaminase acd$S 80 183
Hormones IAA aldH 1 2
Nutrients Nitrogen fixation nifB 0

Phosphate
Nutrients Solubilization phoS 1 0
Phosphate
Nutrients Solubilization pstB 1 0
Hormones IAA puuC 1 0
Adaptation T6SS T6SS effectors 2 5
Adaptation T6SS tssC 1 2
Siderophore Transport desA 0 1
Siderophore Transport fhuA 0 1
Siderophore Transport fhuB 0 1
Nutrients Nitrogen fixation nifS 0 1
Nutrients Nitrification pmoB 0 3
Siderophore Transport pvdE 0 1
Table S5. Number of specific identified gene clusters.
Anti-fungal Anti-bacterial Polysaccharide

P. tropica IAC/BECa 135 1 4 7
H. frisingense IAC/BECa 152 1 1 2
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36  Figure S4. Quorum sensing KEGG. The enzymes in the pathways are colored based on presence in the
37  genomes, where red means the enzyme is present in the P. tropica IAC/BECa 135 genome and green means
38  the enzyme is present in the H. frisingense strain IAC/BECa 152 genome.
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means the enzyme is present in the H. frisingense strain IAC/BECa 152 genome.



Prokaryotic-type ABC transporters Eukaryotic- fype ABC transporters

Mineral and organic ion transporiers Phosphate and amine acid transporters ABC-2 and other transporiers ABCA Subfamily
CysU PstC.
suie P— ER——
Tt
Tugstte 0| Tuph | TupB [ Twe > Posshonste 0| PRD] PRE | PG>  Gopoular o
Malybdate | Tusgstate O Lysine { Arginie | Orrithize O Lipopolysaccharide ©
Nnm;/mmutcmu et Teihos il ©
Lipo-oligosascharids O
Deatonts © Ol © o
Glrtarnine? © ABCB Subfamily
Tauoe Hemae O
Luginive O Lt Oleandomycin &
Allaresilforate anQ

Bustin O
HMP IFAMP O R

Baritracin O -BESB -BESA
Fhilahte
Lanthistics

Oetopie /Mopalne ©

Molgte O i
- GonemlL mioacid ©
e e e <2 e Lanthointics
I (i) ©
Than onmanse O e[ G sipepoten o B )+
v
Spenmidine / Pt e
e anscie O~ FID|oe] H=m=
Cystine
LptE
Putrescine O To | _F0 Llpapalysu:clunde
Aaginine | Onithine ABCC Subfamily
A
Mansapineo. N, iselonss i
aopie! Arginine § Lysie | Fluoroquisalones O
Histidine / Glutarine =
YdF peptste ———{ ¥l | Fodl >
2 Aiostlphospleonsts O Lysize © i P
F— T | L[ LG
IProline O FroX | ProW | Prow | Livhl | LivF AB
Osmoptectant Heutrel auing acd /Histidie O % Neths Busitnoin. O Brf | BraD |- Basitcin moistarce
"

Oligosaceharide, polyol, and lipid transporters

e Msbiton ks

Catiorestigiotiol O[T | Val |-+ GAMP waistees

Pt

[t e K Msmx Dri/::ﬂ:: : ::‘f :’:: Z‘:: Coll dvison
RaffupeedStachyose! O Menk x:ﬁ} [Ena Peptide and nickel iransporiers Acstoinutiization ABCD Subfamily
Lastose /L anbinose Oligopeptide

Seibitel I Maawitol O—{ SmaE Smake et Hene

Dieptide ABCG Subfamily
oGlucsside

I Cationic peptide
fgpglacturcs Macmolide exporters

Other putative ABC transporters

Hickel

1,4 Digelactuorate

Glutathione

Aldowonate O

MisrocinC O—{ ¥k efF
Metallic cation, iron.siderophore and vitamin B12 transporiers
Tron coraplex O—|_Fhul)

Vitarin B127 O

Margmsse O

Zie ©

et FRE™ ©

Trehalose | Maltase O

Trehalose O

N-Acetylghcosamine
Cellobiose

Citobiose
Tron 11/ Manganese
Mangamess | Zine O
Mangaese | Zine O

TroE

Chitcbinse

Arbinooligasascharide

Zine {Manganese {Tron (1) O
Hylobinse

g
i
A

Multiple suger? Cobalt
Phospholipid
Mickel

Bictin O
Bistin O

Monosaccharide transporters
Glusese / Axdbinose

Glusese / Marnose

Fibose | Autoinducer 2/ D-Xylose
L Aribinose

MethyLgalactoside

D-ylose

D-tullose

Frustose

Antoinduser 2

Rharamase

Exythoitol

Hylitel O

myo-Tnosiel. O
InoF

sy-Tnositel 1-phosphate
Glyrerl
snGlyrerol 3-phosphate
02010 700116
(&) Karelisa Libonstories

47  Figure S6. ABC transporters KEGG. The enzymes in the pathways are colored based on presence in the

48  genomes, where red means the enzyme is present in the P. tropica IAC/BECa 135 genome and green means
49  the enzyme is present in the H. frisingense strain IAC/BECa 152 genome.
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