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Figure S1: Alignment of GGDEF domains in E. ludwigii CEB04. EL= E. ludwigii, ST= S. typhimurium and CC= Caulobacter crescentus.    
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Figure S2: Alignment of EAL domains in E. ludwigii CEB04. EL= E. ludwigii, ST= S. typhimurium and PA= Pseudomona aeruginosa. 


