In vitro and ex vivo antibiofilm activity of a
lipopeptide biosurfactant produced by the
entomopathogenic- Beauveria bassiana strain
against Microsporum canis

Figure S1: fungal free- Vespa orientalis wasp
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p Score Score Cover 'value  Ident

Beauveria hassiana isolate Bl small subunit hosomal RNA gene partial sequence: intemal transcrbed spacer 1 585 rbosomal RNA gene anc 699 699 97% 00 9974%

Cardyeps bassians stain Bt26 small subunithosomal RNA yens, partial sequence; internal anscrbed spacer 1, 585 rhosomal RA pene s 668 699 7% 00 9074%

Beauaria bacsiana strain CICR-RSS0006 small subunt bosomal RNA pene, parial seouence: itemal transcibed spacer | and 805 nbosomal 857 B % 00 B74%

Beauveria hassiana strain 5 small subunit rbosomal RMA gene pariel sequence: nternal transcribed spacer | 583 rbosomal RNA qene and 697 697 97% (00 9974%

Bleauwseria bassiana isolate endophytic fnj stmell subunit rbosomal RNA ene, partal sequence; interal ranserbed spacer 1 R85 nhosomal RN 657 697 9% (0 374%

Beauveria hassiana strain YHSK10E 183 rbosomal RNA ene _partial seouence: intemal transcabad spacer ! 583 ibosomal RNA gene andint 697 697 97% (00 9974%

Beauvaria bassiana isolate B 185 rbozomal FNA gene_naial sequence: intemal iranscribed spacer | 585 rbosarnal FINA gene_and intemaltr 697 897 97% (00 9974%

Beauvaria hassiana clone F1%- small subunit inosomal RHA gene partial sequence: intemal transcrbed spacer 1 585 bosomal RNA gene an 65 6% 97% 00 9974%

Beauveria bassiana isolate Bb1 small subunit ribosomal RNA gene, partial sequence; internal transcribed spacer 1,5.85 ribo
gene, and internal transcrib ed spacer 2, complete sequence; and large subunit ribosomal RNA gene, partial saquence
Sequence ID: MH355649.1 Length: 543 Number of Matches: 1

Range 1: 1 to 381 GenBank Graphics Next hatch A Previous katch

Score Expect [dentities Gaps Strand

£99 hits(378) 0.0 380/381(99%) 0/381(0%) Flus/Minus

Query 7 GTCOAGGRTTGARATGACGCT CGARCAGGCATGCCCGCCAT 66
|||||||||||||HIIIIIIIIIIII\||HIIII||||||||\|||||||||||||\|

Shjct 38L CLG GGTTGABATGACGCTCGAACAGGCATGCCCGLCAG 322

Query &7  AATGCTGGCGGGLGCAATGTGCGTTCAAAGATTCGATGATTCACTGGATTCTGCARTTCA 126

LD LT
Sbjct 321 AATGCTGGCGGGCGCAATGTGCGTTCAARGATTCGATGATTCACTGGATTCTGCAATTCA 262

ettt ndimmnmopmintiiee

Sbjct 261 CATTACTTATCGCGTTTCGCTGCGTTCTTCATCGATGCCAGAGCCARGAGATCCGTTGTT 262

Query 187 GABAGTTTTGATTCATTTGTTTTGCCTTGCGGCGT ATTCAGAAGATGCTGGAARTACAAGA 246

Shict 281 GRAAGTTTTGATTCATTTGTTTTGCCTTGCGGCGTATTCAGARGATGCTGGARTACAAGA 142
Query 247  GTTTGAGGTCCCCGGUGGRCCGITGGT CCAGT COGLGT CLGRGCTGRGRCGARTCCGCIG 366
ore o SRR NN OTRND
T




Figure S2 Alignment and DNA sequence of Beauveria bassiana
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Figure S3. Emulsification index test (E124) (a) control, (b) with BBLP; oil displacement test (c)
control, (d) with BBLP.



Statistical analysis tables:

Table (S1) Comparison of Mycelial growth inhibitory percentages (%) of M. canis as affected by

BBLP (ANOVA test)

BBLP | Mean 95% Confidence F P
conc Interval for Mean
(o/
ml) Std. | Std. Lower Upper
Dev | Error Bound Bound Min Max
0.00 0.00f | 0.00 | 0.00 0.00 0.00 0.00 0.00 | 28589.4 | <0.0001*
0.12 13.14% | 0.86 | 0.50 11.00 15.29 12.38 14.08
0.24 28.96% | 0.54 | 0.31 27.62 30.30 28.35 29.37
0.49 53.03° | 0.24 | 0.14 52.42 53.63 52.76 53.24
0.98 80.69° | 0.59 | 0.34 79.22 82.15 80.22 81.35
1.95 1002 | 0.00 | 0.00 100.00 | 100.00 | 100.00 | 100.00
3.90 1002 | 0.00 | 0.00 100.00 | 100.00 | 100.00 | 100.00
7.81 1002 | 0.00 | 0.00 100.00 | 100.00 | 100.00 | 100.00

Significance level p<0.05, *significant

Tukey’s post test: Means sharing the same superscript letter are not significantly different

Table (2) In vitro Biofilm eradication percentages (%) of M. canis as affected by BBLP (ANOVA test)

BBLP Mean 95% Confidence F P
conc Interval for Mean
(g/ mi)
Std. | Std. | Lower Upper
Dev | Error | Bound Bound Min Max
0 0.00® | 0.00 | 0.00 0.00 0.00 0.00 0.00 | 13963.03 <0.0001*
MIC 25.76¢ g7 | 0.44 23.85 27.67 24.89 26.35
2>xMIC 63.01° .63 | 0.37 61.44 64.59 62.58 63.74
4>xMIC 88.22b | 1.12 | 0.65 85.44 91.01 87.25 89.45
6>MIC 1002 | 0.00 | 0.00 100.00 100.00 100.00 100.00
8>xMIC 1002 | 0.00 | 0.00 100.00 100.00 100.00 100.00

Significance level p<0.05, *significant

Tukey’s post test: Means sharing the same superscript letter are not significantly different




Table (S3) Descriptive statistics of log 10 (CFU/mI) and comparison of different BBLP MBE-
based concentrations (ANOVA test)

95% Confidence F p
Interval for Mean
Std. Lower | Upper
Mean |Std. Dev| Error | Bound | Bound Min Max
Control 6.942 0.04 0.03 6.83 7.05 6.91 6.99 [29258.3 0.05%
At 5.58P 0.01 0.01 5.56 5.60 5.57 5.59
MBEC
At 2.77° 0.04 0.03 2.66 2.88 2.72 2.80
2XMBEC
At 0.00¢ 0.00 0.00 0.00 0.00 0.00 0.00
AXMBEC

Significance level p<0.05, * significant

Tukey’s Post hoc test: means with different superscript letters are significantly different

Figure S4. Close up view of M. canis ex- vivo biofilm
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Figure S5. Mass fragmentation spectrum of oleic acid as obtained from the GC-MS analysis
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Figure S6. Mass fragmentation spectrum of palmitic acid as obtained from the GC-MS analysis
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Figure S7. EI-MS of BBLP



